
logo MNKTLKRQRVFRHTALYAAI LMFSHTGGGGAMQAQTHRKQYAI IMNEGRNQLPEVKQGWNGQSYSTIKDKDREKREKFYI
T
H
Y
H
N
K
N
D
H
R
S
G
RGGGSSVFS

NTDB id 191326 A6L29 RS02080 WP 079884494.1 MNKTLKRRVFRHTALYAAILMFSHTGGGGAQAQTRQYAIIMNEGNQPEVQWNGSYS.IKDKDRKREYTHHNHSRGGSSVS 79
NTDB id 1090 CAA90909.1 1..3114( ) MNKTLKRQVFRHTALYAAILMFSHTGGGGAMAQTHKYAIIMNERNQLEVKGNGQYSTIKDKDRERKFIYNKDRGGGGSVF 80
consensus !!!!!!! !!!!!!!!!!!!!!!!!!!!!! !!!* !!!!!!! !!*!! !! !!*!!!!!! ! * ** * !! !!

logo FDNNSTDETLVSQQRSGTAVFGTATYLPPYGKVSGFDADGLNQKRGNNAAVDGWIHRTTQRAIAGLAGYASYETDGI
V
I
VCRSGNTGQCPKQLVYEKTKRFS

NTDB id 191326 A6L29 RS02080 WP 079884494.1 FNNSDELVSQQSGTAVFGTATYLPPYGKVSGFDADGLNKRGNAAGWIRTTRIALAGYSYEGIVCRSGTGCPKLVYKTRFS 159
NTDB id 1090 CAA90909.1 1..3114( ) FDNTDTLVSQQRGTAVFGTATYLPPYGKVSGFDADGLQKRNNAVDWIHTTQAGLAGYAYTDVICRSN.QCPQLVYETKFS 159
consensus ! !*! !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!*!! !! !!*!! *!!!! ! **!!! * !! !!! !*!!

logo FDGNI
P
D
GLAVKNAGRSLDRHPTDPSRENSP IYKLKDHYPWLGVSFNLGASEGNTTVKDGKSTFINKL IVSSFDSEGKNNSSNNQNTI

LVSYTTERGHRDS I S
NTDB id 191326 A6L29 RS02080 WP 079884494.1 FDNPDLVKNAGRLDRHTDPSRENSPIYKLKDYPWLGVSFNLGAEGTTKDGKTINKLVSSFDEKNSSNNNLVYTTEGRDIS 239
NTDB id 1090 CAA90909.1 1..3114( ) FDGIGLAKNAGSLDRHPDPSRENSPIYKLKDHPWLGVSFNLGSENTVKDGKSFNKLISSFSEGNN.NQTIVSTTRGHSIS 238
consensus !! * ! !!!! !!!!*!!!!!!!!!!!!!!*!!!!!!!!!! ! ! !!!!* !!!*!!! ! ! *!* *! !! !* !!

logo LGSDWKQREHKTAMAYYLNAKLHLLDKKGI EKDIATNQGKTVDQLGTVLRPRS IVDEAVRTLVQRRNTGLAGEGLLNFWASTWDKI EKDKNGNQIPTVKRLGLP
NTDB id 191326 A6L29 RS02080 WP 079884494.1 LGDWQREKTAMAYYLNAKLHLLDKKGIKDITN.KTVQLGVLRPSIDVRLQRNTGLAGLLNFWASWDIKDNGQIPVKLGLP 318
NTDB id 1090 CAA90909.1 1..3114( ) LSDWKREHTAMAYYLNAKLHLLDKKGIEDIAQGKTVDLGTLRPRVEATVRR....GELLNFWATWKIEDKGNITVRLGLP 314
consensus ! !! !!*!!!!!!!!!!!!!!!!!!! !! **!!! !! !!! ** * !***** !!!!!!*! ! ! !*!*!*!!!!

logo EVKAGRC I
VNAKANNPNKPNSATKAPSPALTAPALWFGPVKQDNGKAMEMYSASVSTYPDSSSSR I FYLQNLKRKNTDPGNKPGRHYSLAETLNT

NTDB id 191326 A6L29 RS02080 WP 079884494.1 EVKAGRCINANNPNKSTKAPSPALTAPALWFGPVQNGKMEMYSASVSTYPDSSSSRIFLQNLKRKNDPNKPGRYSLATLN 398
NTDB id 1090 CAA90909.1 1..3114( ) EVKAGRCVNKANPNPNAKAPSPALTAPALWFGPVKDGKAEMYSASVSTYPDSSSSRIYLQNLKRKTDPGKPGRHSLETLT 394
consensus !!!!!!!*! !!!* !!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!*!!!!!!! !! !!!!*!! !!

logo

E
K
N
SDI EKSREPNTFTGRQTI

V IRLDNGKGVHREQIKLDKGRNENTEVEVGNFKNGNDNGNNDTFGIVKSDEGLGSFVEMPDDTSEWKKVLLPWTVRGFVANDDN
NTDB id 191326 A6L29 RS02080 WP 079884494.1 KSDIESREPTFTGRQTVIRLDKGVHQIKLKGNE..VEGFKGNNG.NDTFGIVSEGSFMPDDSEWKKVLLPWTVRGVNDD. 474
NTDB id 1090 CAA90909.1 1..3114( ) ENDIKSREPNFTGRQTIIRLNGGVREIKLDRNNTEVVNFNGNDGNNDTFGIVKDLGVEPDTSEWKKVLLPWTVRGFADDN 474
consensus !! !!!! !!!!!!*!!! !!* !!! ! **! ! !! !*!!!!!!! * !! !!!!!!!!!!!!!! !!*

logo

K
QFKATFNKEEKNNDNGNKPKYSQKYRSRDNGNKGHERNLGDIVNSP IVAVGEYLATSANDGMVHI FKKQGSGNGDAKRNSYNSLKLSYIPGT

NTDB id 191326 A6L29 RS02080 WP 079884494.1 QFKTFNKEEK.NGKPKYSQKYRSRDNGKHERNLGDIVNSPIVAVGEYLATSANDGMVHIFKKGNGDARNYSLKLSYIPGT 553
NTDB id 1090 CAA90909.1 1..3114( ) KFKAFNKEENNDNKPKYSQKYRSRDNNKGERNLGDIVNSPIVAVGEYLATSANDGMVHIFKQSGGDKRSYNLKLSYIPGT 554
consensus !! !!!!! * !!!!!!!!!!!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! ! ! !!!!!!!!!



logo MPRKDIQNTESTLAKDELVRATFAEKGYVGDRYGVDGGFVLRKQVDENLNSGKQKNHRVFMFGAMGFGGRGAYALDLTKADEGNGSDNPTAVS
NTDB id 191326 A6L29 RS02080 WP 079884494.1 MPRKDIQNTESTLAKELRAFAEKGYVGDRYGVDGGFVLRQVE.LSGKKHVFMFGAMGFGGRGAYALDLTKAENGNPTAVS 632
NTDB id 1090 CAA90909.1 1..3114( ) MPRKDIQNTESTLAKDVRTFAEKGYVGDRYGVDGGFVLRKVDNLNGQNRVFMFGAMGFGGRGAYALDLTKADGSDPTAVS 634
consensus !!!!!!!!!!!!!!!**! !!!!!!!!!!!!!!!!!!!! !**! ! *!!!!!!!!!!!!!!!!!!!!!!* !!!!!

logo LFDVKDHDNNGKNNGSNNRSVEQLGYTVGTPQIGKTHDNGKYAAFLASGYATKETI IDTSGTDNKTALYVYDLEGSNSGTNNTL IKKIDEVPG
NTDB id 191326 A6L29 RS02080 WP 079884494.1 LFDVKHDNNGKNSNNSVQLGYTVGTPQIGKTHNGKYAAFLASGYATKTI.DSTDNKTALYVYDLESSG..TLIKKIDVPG 709
NTDB id 1090 CAA90909.1 1..3114( ) LFDVKD..NGNNGNNRVELGYTVGTPQIGKTHDGKYAAFLASGYATKEIITSGDNKTALYVYDLEGNGTNNLIKKIEVPG 712
consensus !!!!!***!! ! !! ! !!!!!!!!!!!!!! !!!!!!!!!!!!!! !* ! !!!!!!!!!!!! !** !!!!!*!!!

logo GKGGLSSPTLVDKDLDGI
TVDIAYAGDRGGNMYRFDLSGSNQDNPNQQSWSTVRPTI FEGTKP ITSAPAI SQLKDKRVVI FGTGSDLS

NTDB id 191326 A6L29 RS02080 WP 079884494.1 GKGGLSSPTLVDKDLDGIVDIAYAGDRGGNMYRFDLSGNNPNSWTVRPIFEGTKPITSAPAISQLKDKRVVIFGTGSDLS 789
NTDB id 1090 CAA90909.1 1..3114( ) GKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSQDPQQWSVRTIFEGTKPITSAPAISQLKDKRVVIFGTGSDLS 792
consensus !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! * !* !*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EDEDVDNKMDEEIQHYI
VYGI FDDNDTADTGTGTATVNFQDSDGQSGGKGLLEQVLRSERDNDENKTLFLTDYKRSDNGSGNSKGWMVVKLKQDPGRQRVTVKPT

NTDB id 191326 A6L29 RS02080 WP 079884494.1 EDDVDNKDIQHVYGIFDNDTDTGTA..QDGQGKGLLEQVLSE..ENKTLFLTDYKRSNGSGSKGWMVKLQPRQRVTVKPT 865
NTDB id 1090 CAA90909.1 1..3114( ) EEDVDNMEEQYIYGIFDDDTATTGTVNFSDSGGGLLEQVLRRDNDNKTLFLTDYKRSDGSGNKGWVVKLKDGQRVTVKPT 872
consensus !*!!!! * !**!!!!! !! ! ** ! !!!!!!! ***!!!!!!!!!!!! !!! !!!*!!! * !!!!!!!!

logo VVLRTAFVTIHRKYKTDGTDNGKCGAETAI LG INTADGGKLTKKSARP IVPAEANQTAVAQYSGHKKQGTTKNGKS IP IGCMQKGSNE IVC
NTDB id 191326 A6L29 RS02080 WP 079884494.1 VVLRTAFVTIRKYKD.NGCGAETAILGINTADGGKLTKKSARPIVPAANQAVAQYSGHKQTTKGKSIPIGCMQKGNEIVC 944
NTDB id 1090 CAA90909.1 1..3114( ) VVLRTAFVTIHKYTGTDKCGAETAILGINTADGGKLTKKSARPIVPEANTAVAQYSGHKKGTNGKSIPIGCMQKSNEIVC 952
consensus !!!!!!!!!!*!! * !!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!! ! !!!!!!!!!!! !!!!!

logo PNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDSLDITGPTCGMKRI SW
NTDB id 191326 A6L29 RS02080 WP 079884494.1 PNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDSLDITGPTCGMKRISW 1024
NTDB id 1090 CAA90909.1 1..3114( ) PNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDSLDITGPTCGMKRISW 1032
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

<0

logo REVFYO
NTDB id 191326 A6L29 RS02080 WP 079884494.1 REVFY. 1029
NTDB id 1090 CAA90909.1 1..3114( ) REVFY* 1037
consensus !!!!!



X non conserved
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X ≥ 50% conserved


