logo

NTDB id 190673 A6L46 RS00270 WP 002258683.
NTDB id 1133 0K783 RS06970 WP 010951252.1
consensus

logo

NTDB id 190673 A6L46 RS00270 WP 002258683.
NTDB id 1133 0K783 RS06970 WP 010951252.1
consensus

logo

NTDB id 190673 A6L46 RS00270 WP 002258683.
NTDB id 1133 0K783 RS06970 WP 010951252.1
consensus

logo

NTDB id 190673 A6L46 RS00270 WP 002258683.
NTDB id 1133 0K783 RS06970 WP 010951252.1
consensus

logo

NTDB id 190673 A6L46 RS00270 WP 002258683.
NTDB id 1133 0K783 RS06970 WP 010951252.1
consensus

logo

NTDB id 190673 A6L46 RS00270 WP 002258683.
NTDB id 1133 0K783 RS06970 WP 010951252.1
consensus

logo

NTDB id 190673 A6L46 RS00270 WP 002258683.
NTDB id 1133 0K783 RS06970 WP 010951252.1
consensus

FURLEAIAR R LA R . AR AR VR AN

MFYLYQSNRLE LAALFARIQKVKPLK WMLQPEQI VQSQGMRRYLNTCLARDLGVAANLBFSLPAGLTWKLMKKLIPGI
MEFYLYQSNRLE LAALFARIQKVKPLK[ALOPEQI VQSQGMRRYLNTCLARDLGVAANLEFSLPAGLTWKLMKKLIPGI
N

L ) ARt DA LA AR (R R

PELSPFAPEVMRWRLLDLERS|AFIMNISAEFEDVRNVLQDYLGSGESADYQLAGQLADIFDQYLVYRPQWIDAWQQGRILH
PELSPFAPEVMRWRLLDLFRSINAFINN[EAEFEDVRNVLQDYLGSGESADYQLAGQLADIFDQYLVYRPQWIDAWQQGRIL[Y
I N

L o L LNRUERIR T e VL RS

LGDDEIWQSKLWRYLDDGRQSAPHRVALWEKLLAALDKDKLPERYFVFGISTMAPMYLQLLHKLSEHCDVFVFALNPSGM
LGDDEIWQSKLWRYLDDGRQSAPHRVALWEKLLAALDKDKLPERYFVFGISTMAPMYLQLLHKLSEHCDVFVFALNPSGM

Y

(AR PRI £l R LTI )

WGNVIEAAQILKGGGDPDLTQAGHPLLASLGKQGRDFFDFLNEMEIEETPVFEEGGRDTLLHALQTDIQNLKMPSENYV|
BIWGNVIEAAQILKGGGDPDLTQAGHPLLASLGKQGRDFFDFLNEMEIEIRETPVFEEGGRDTLLHALQTDIQNLKMPSENV
P rrrrrrrrrrn

0. B AR LORL A ok D DT AT AL

GSVNTEDGST IVSAHSPLRELQILKDKLLKILHEHPDWQPHDIAVLTPBIIE YTPFIEAVFGQAQPGAQALPYSVSDVK
GSVIETINDGSI[®IVSAHSPLRELQILKDKLLKILHEHPDWQPHDIAVLTP IEJYTPFIEAVFGQAQPGAQALPYSVSDVK

R LR LT L) VR LD T

ISRRQPMMFEIALSIC BDLLESRFEVRKVLYLLETAPVLRRFGLTIADDLPLLHDMVADLNVHWGLDGEMRGGTDQLFTWKQA
ISRRQPIYF ALJC BDLLESRFEVEKVLE\LLETAPVLRRFGLT[EDDLPLLHDMVADLNVHWGLDGEMRGGTDQLFTWKQA

Pkl bk LOLEEREEL 0L bttt bbb bbbttt

AL O A AR

Y RMILGWMLPEGGNPMWQDVSAWYADVNQTA FGRFAAMLETLSDIWYRIWRQPAT GEWVARCRDLLETLFQAJ® DDQK
)\ RMILGWMLPEGGNPMWQDVSAWYADVNQTA FGRFAARLETLSDIPARIWRQPAT GEWVARCRDLLETLFQA{EDDQK
RN *1 111

80

160
160

240
240

320
320

400
400

480
480

560
560



logo

NTDB id 190673 A6L46 RS00270 WP 002258683.

NTDB id 1133 0K783 RS06970 WP 010951252.1
consensus

logo

NTDB id 190673 A6L46 RS00270 WP 002258683.

NTDB id 1133 0K783 RS06970 WP 010951252.1
consensus

logo

NTDB id 190673 A6L46 RS00270 WP 002258683.

NTDB id 1133 0K783 RS06970 WP 010951252.1
consensus

logo

NTDB id 190673 A6L46 RS00270 WP 002258683.

NTDB id 1133 0K783 RS06970 WP 010951252.1
consensus

logo

NTDB id 190673 A6L46 RS00270 WP 002258683.

NTDB id 1133 0K783 RS06970 WP 010951252.1
consensus

logo

NTDB id 190673 A6L46 RS00270 WP 002258683.

NTDB id 1133 0K783 RS06970 WP 010951252.1
consensus

logo

NTDB id 190673 A6L46 RS00270 WP 002258683.

NTDB id 1133 0K783 RS06970 WP 010951252.1
consensus

ALEIE Rt LT R RELRE AR T3 P RUH LA

BVQNLENEWVKWQRE [2LAWNFMGQLPQQTVIRHIRRFLDSESEAGFLRGGITFCSMVPMRSLPFKVICLLGLNDGDFPRN
PIVQNLENEWVKWQIRE WLAEFIIGQLPQQTVIRHIRRFLDSESEAGFLRGGITFCSMVPMRSLPFKVICLLGLNDGDFPRN
PELLLTE RN s L0 b bbbttt

AL A DRRIR LA, AR LYY RDROEEL L L TV £ R

TKAAVEDL AKHPAKGDRARRDDDRYLFLEALISAREILYLSYIGRDIRKDEELAIYSSLLGELIDTVAAMINGINESRQLAQ
TKAAVFDL AKHPAKGDRARRDDDRYLFLEALISAREILYLSYIGRDIRKDEELA SSLLGELIDTVAAMIWGEMYSRQLAQ
PULE sk bttt e vt

1 BRI 0 TR R A AR R L

NWIEQHPLQAFSRRYFQEGGRSDGIFGTRTDYARWALGQTPEPPQPFFDQPVENAEPVAEIGQDEFIRFWRNPVKVWLQQQ

NWIEQHPLQAFSRRYFQEGGRSDGIFGTRTDYAMALGQTPEPPQPFFDQPVENAEPVAEIGQDEFIRFWRNPVKVWLQEQ
| T T T T T T T Y A |

A A g e DR L L T AL

LAWSEPHIGEAWEPAEPFEPQHA QIAETYIIMARREGIIDFEAQTAARI AESLLPSGELG LWQQNFQTAAKQIDTAVLNS
LAWSEPHIGEAWEPAEPFEPQHA QIAETYI[MARREG[NDFRIQTAARI AESLLPSGELG LWQQSFQTAAKQIDTAVLNS
N T N T T

AR OB A ST T

AFLLEHLIFCAVMPSEAETRQTFIVQSGETE LAEIA
KLPPIBYYATPSDGQILKGSLGNLYRCGQVFYAYGKPNAPQR AFLLEHLIFCAVMPSEAETRQTFIVQSGETE LAEIA

AR ARE L FEAT AR ERLA A e Y ELH )

QDRALQLLSEWMAFFNIGQNRPLPFFAKTSLAAAEAFAQKQDWEAALKKAQTAYYGIKVSKGQKDYTEVALVFGNASQNP

QDRALQLLSEWMAFFNIGQNRPLPFFAKTSLAAAEAFAQKQDWEAALKKAQTAYYGRKVSKGQKDYTEVALVFGNASQNP)
N

LA

LEQPLFENLARLLADTLAAAEKREGH

LEQPLFENLARLLADTLAAAEKREGIGAA
P rrrrrrrrrrrrrrr

1069
1068

640
640

720
720

800
799

880
879

960
959

1040
1039



(>4 S

non conserved
similar
>50% conserved



