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NTDB id 1192 PAKAF RS23870 WP 024947914.1 ..DATKKEVPLGVAADANKLGTIALKP......DPADGTADITLTFTMG...GAGPKNKGKIITLTR............T 127
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NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAAAGGGAGGAAAAGTQHASKYVKSV..KVTEASPWDI..TVAISATEANGIPTGLDGNTIRLFPLVNK.AVP.AATS 147
NTDB id 1424 RS RS02795 WP 011000517.1 ...........GSSVF...TPTKNVANLTIAGTGTVPGQI..TVTYT.T.......AAGGGTLALVPTAAGTALPVSSAP 130
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