logo

NTDB id 190057 A6L47 RS01030
NTDB id 1129 NGFG RS01435 WP
consensus

logo

NTDB id 190057 A6L47 RS01030
NTDB id 1129 NGFG RS01435 WP
consensus

logo

NTDB id 190057 A6L47 RS01030
NTDB id 1129 NGFG RS01435 WP
consensus

logo

NTDB id 190057 A6L47 RS01030
NTDB id 1129 NGFG RS01435 WP
consensus

logo

NTDB id 190057 A6L47 RS01030
NTDB id 1129 NGFG RS01435 WP
consensus

WP 002258504.1
003687618.1

WP 002258504 .1
003687618.1

WP 002258504.1
003687618.1

WP 002258504 .1
003687618.1

WP 002258504.1
003687618.1

CUNELEELARHBRA LR LS Aetan sl

MSENKQNEVL GYEQLKRRNRRRLVTAS[LVAASCILLAAALSSEPA [Ny FMERGETS WERNENAIAAQTP ALK SR
MSENKQNEVL GYEQLKRRNRRRLVTAS LVAASCILLAAALSSINPA MWYAPQAGET(Y UNERIMNANEYAQTPALKSAAEN
PELLE Tt bbb bbb bRl b bk skokkokok D L1 % | DL Dakeokokok

e LR D 8 L ORI LSl R A AR

M AADKPQDLAGEDKPSAADSEISEPENVGAPLVLINDRLEDSNIKGLENSIAKPKQEEAAEKIJQQAETAKTEIPKQAKQR|
GETAADKPQDLAGEDKPSAADSEISEPENVGAPLVLINDRLEDSNIKGL EJD S| K QQAETAKTI®PKQAKQR)
I skskskskkkkskk Ik LT | I |

A2 DIVAE AR A AN AR DR

AAEKVIJATADSTDTVAVEKPKR AE KPQKAERTAIMAKPKAKETKTAEKVADKPKTAAEKTKPDTAKSDSAVKEAKKADK

AAEKV ATADSTDTVAVEKPKR AE|ZJKPQKAERTAJRAKPKAKETKTAEKVADKPKTAAEKTKPDTAKSDSAVKEAKKADK
PUL sk Lk b sk b DL e rrrrrrrrrrrrrrrrrnt

AR AATRRRT Ao A RSB N L T

KKTAEKDRSDGKKHETAQKTDKADKTKTAEKEKS BGKKAATQAGYAEKERALSLQRKMKAAGIDSTITEIMTDNG

A
AEMKKTAEKDRSDGKKHETAQKTDKADKTKTAEKEKSGKAGKKAATQAGYAEKERALSLQRKMKAAGIDSTITEIMTDNG
P L bbbttt ettt et b hskoskok LELE L L L TR EE ettt

R AR T

KVYRVKSSNYKNARDAERDLNKLRVHGIAGQVTNEREEEES
KVYRVKSSNYKNARDAERDLNKLRVHGIAGQVTNEREEEREAS
N

X non conserved
B similar
> 50% conserved

72
80

149
151

229
231

306
311



