
logo MNKTLKRQRVFRHTALYAAI LMFSHTGGGGGGGAMAQTHKYAI IMNEGRNQLPEVKGQNGQYSTIKDKDREREKFYI
TYHNKQGDTRGGG

NTDB id 190005 A6L28 RS10435 WP 079884489.1 MNKTLKRRVFRHTALYAAILMFSHTGGGGGGGAMAQTHKYAIIMNEGNQPEVKQNGQYSTIKDKDREREYTYHQGTRGGG 80
NTDB id 1090 CAA90909.1 1..3114( ) MNKTLKRQVFRHTALYAAILMFSHTGG...GGAMAQTHKYAIIMNERNQLEVKGNGQYSTIKDKDRERKFIYNK.DRGGG 76
consensus !!!!!!! !!!!!!!!!!!!!!!!!!!***!!!!!!!!!!!!!!!! !!*!!! !!!!!!!!!!!!!! * !* * !!!!

logo GSVFSFDNNSTDETLVSQRQRSGTAVFGTATYLPPYGKVSGFDAEDKGRLQTEKRGNNALVDNWIHNTTHQAPGLAIGYASYATDGVI
VCRDSSNTQSCPKQLVYEK

NTDB id 190005 A6L28 RS10435 WP 079884489.1 GSVSFNNSDELVSRQSGTAVFGTATYLPPYGKVSGFDEKRLTERGNALNWINTTHPGLIGYSYAGVVCRDSTSCPKLVYK 160
NTDB id 1090 CAA90909.1 1..3114( ) GSVFFDNTDTLVSQQRGTAVFGTATYLPPYGKVSGFDADGLQKRNNAVDWIHTTQAGLAGYAYTDVICRS.NQCPQLVYE 155
consensus !!! ! !*! !!! ! !!!!!!!!!!!!!!!!!!!!! ! ! !!* !!*!!**!! !! ! !*!! * !! !!!

logo TKRFSFDGNI
TGLAKNAGSLDRHPDPSRENSP IYKLKDHPWLGVSFNLGSENTVKDNGKNSFNKL I SSFSEDGNNNQTIVSTTERGHS

NTDB id 190005 A6L28 RS10435 WP 079884489.1 TRFSFDNTGLAKNAGSLDRHPDPSRENSPIYKLKDHPWLGVSFNLGSENTVKNGNSFNKLISSFSEDNNNQTIVSTTEGS 240
NTDB id 1090 CAA90909.1 1..3114( ) TKFSFDGIGLAKNAGSLDRHPDPSRENSPIYKLKDHPWLGVSFNLGSENTVKDGKSFNKLISSFSEGNNNQTIVSTTRGH 235
consensus !*!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!!!!!!! !!!!!!!!!! !*

logo

P
S I SLGSDQWKQREHTAMVAVYYLNAKLHLLDKKGQI EQDNIATQDGKTVDQLGTLRPRVEATTGVRRGESLWLNFWATWKI EDKGNITVRLDGLPE

NTDB id 190005 A6L28 RS10435 WP 079884489.1 PISLGDQQREHTAVVYYLNAKLHLLDKKQIQNIT.DKTVQLGTLRPRVETTGR..SWLNFWATWKIEDKGNITVRLDLPE 317
NTDB id 1090 CAA90909.1 1..3114( ) SISLSDWKREHTAMAYYLNAKLHLLDKKGIEDIAQGKTVDLGTLRPRVEATVRRGELLNFWATWKIEDKGNITVRLGLPE 315
consensus *!!! ! !!!!!* !!!!!!!!!!!!! ! ! * !!! !!!!!!!!! ! !** !!!!!!!!!!!!!!!!!!! !!!

logo VKAGRCVNAKANNPNKPNSATKAPSPALTAPALWFGPVKQDNGKAEMYSASVSTYPDSSSSR I FYLQNLKRKNTDPSGNKRPGRHSLETLTE
NTDB id 190005 A6L28 RS10435 WP 079884489.1 VKAGRCVNANNPNKSTKAPSPALTAPALWFGPVQNGKAEMYSASVSTYPDSSSSRIFLQNLKRKNDSNRPGRHSLETLTE 397
NTDB id 1090 CAA90909.1 1..3114( ) VKAGRCVNKANPNPNAKAPSPALTAPALWFGPVKDGKAEMYSASVSTYPDSSSSRIYLQNLKRKTDPGKPGRHSLETLTE 395
consensus !!!!!!!! !!!* !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!!!!! !* *!!!!!!!!!!!

logo NDIKSREQPNFTGRQTI IRLDNGSGVQREQIKLDQGRNNNTEVAVNFNGRNDGKNNDTFGIVKSDELYGLVETPDATNSEWKKVLLPWTVRAGFANDDGNKR
NTDB id 190005 A6L28 RS10435 WP 079884489.1 NDIKSRQPNFTGRQTIIRLDSGVQQIKLQG..NEVANFNRNDGKNDTFGIVSEYGLTPDANEWKKVLLPWTVRAFNDDGR 475
NTDB id 1090 CAA90909.1 1..3114( ) NDIKSREPNFTGRQTIIRLNGGVREIKLDRNNTEVVNFNGNDGNNDTFGIVKDLGVEPDTSEWKKVLLPWTVRGFADDNK 475
consensus !!!!!! !!!!!!!!!!!! !! !!! ** !! !!! !!! !!!!!!! * !* !! !!!!!!!!!!!!*! !! *

logo FKNATFVNKEENNDNGNKPKYSQKRYR I
SRDENGNNGNKNGEKRDNLGDIVNSP IVAVGEYLATSANDGMVHI FKQSGGDKRSYNLKLSYI

NTDB id 190005 A6L28 RS10435 WP 079884489.1 FNTVNKEEN.NGKPKYSQRYRIRENGNNGNNGKRDLGDIVNSPIVAVGEYLATSANDGMVHIFKQSGGDKRSYNLKLSYI 554
NTDB id 1090 CAA90909.1 1..3114( ) FKAFNKEENNDNKPKYSQKYRSRDN....NKGERNLGDIVNSPIVAVGEYLATSANDGMVHIFKQSGGDKRSYNLKLSYI 551
consensus ! !!!!!* !!!!!!*!! !*!****! ! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo PGTMPRKDIQNTESTLAKDELVRATFAEKGSYVGDRYGVDGGFVLRKQVDENLNSGKQKNHRVFMFGAMGFGGRGAYALDLTKADEGNGSDNPT
NTDB id 190005 A6L28 RS10435 WP 079884489.1 PGTMPRKDIQNTESTLAKELRAFAEKSYVGDRYGVDGGFVLRQVE.LSGKKHVFMFGAMGFGGRGAYALDLTKAENGNPT 633
NTDB id 1090 CAA90909.1 1..3114( ) PGTMPRKDIQNTESTLAKDVRTFAEKGYVGDRYGVDGGFVLRKVDNLNGQNRVFMFGAMGFGGRGAYALDLTKADGSDPT 631
consensus !!!!!!!!!!!!!!!!!!**! !!!! !!!!!!!!!!!!!!! !**! ! *!!!!!!!!!!!!!!!!!!!!!!* !!

logo AVSLFDVKDHDNNGKNNGSNNRSVEQLGYTVGTPQIGKTHDNGKYAAFLASGYATKETI IDTSGTDNKTALYVYDLEGSNSGTNNTL IKKIDE
NTDB id 190005 A6L28 RS10435 WP 079884489.1 AVSLFDVKHDNNGKNSNNSVQLGYTVGTPQIGKTHNGKYAAFLASGYATKTI.DSTDNKTALYVYDLESSG..TLIKKID 710
NTDB id 1090 CAA90909.1 1..3114( ) AVSLFDVKD..NGNNGNNRVELGYTVGTPQIGKTHDGKYAAFLASGYATKEIITSGDNKTALYVYDLEGNGTNNLIKKIE 709
consensus !!!!!!!!***!! ! !! ! !!!!!!!!!!!!!! !!!!!!!!!!!!!! !* ! !!!!!!!!!!!! !** !!!!!*

logo VPGGKGGLSSPTLVDKDLDGI
TVDIAYAGDRGGNMYRFDLSGSNQDNPNQQSWSTVRPTI FEGTKP ITSAPAI SQLKDKRVVI FGTGS

NTDB id 190005 A6L28 RS10435 WP 079884489.1 VPGGKGGLSSPTLVDKDLDGIVDIAYAGDRGGNMYRFDLSGNNPNSWTVRPIFEGTKPITSAPAISQLKDKRVVIFGTGS 790
NTDB id 1090 CAA90909.1 1..3114( ) VPGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSQDPQQWSVRTIFEGTKPITSAPAISQLKDKRVVIFGTGS 789
consensus !!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! * !* !*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DLSEDEDVDNKMDEEIQHYI
VYGI FDDNDTADTGTGTATVNFQDSDGQSGGKGLLEQVLRSERDNDENKTLFLTDYKRSDNGSGNSKGWMVVKLKQDPGRQRVTV

NTDB id 190005 A6L28 RS10435 WP 079884489.1 DLSEDDVDNKDIQHVYGIFDNDTDTGTA..QDGQGKGLLEQVLSE..ENKTLFLTDYKRSNGSGSKGWMVKLQPRQRVTV 866
NTDB id 1090 CAA90909.1 1..3114( ) DLSEEDVDNMEEQYIYGIFDDDTATTGTVNFSDSGGGLLEQVLRRDNDNKTLFLTDYKRSDGSGNKGWVVKLKDGQRVTV 869
consensus !!!!*!!!! * !**!!!!! !! ! ** ! !!!!!!! ***!!!!!!!!!!!! !!! !!!*!!! * !!!!!

logo KPTVVLRTAFVTIHRKYKTDGTDNGKCGAETAI LG INTADGGKLTKKSARP IVPAEANQTAVAQYSGHKKQGTTKNGKS IP IGCMQKGSNE
NTDB id 190005 A6L28 RS10435 WP 079884489.1 KPTVVLRTAFVTIRKYKD.NGCGAETAILGINTADGGKLTKKSARPIVPAANQAVAQYSGHKQTTKGKSIPIGCMQKGNE 945
NTDB id 1090 CAA90909.1 1..3114( ) KPTVVLRTAFVTIHKYTGTDKCGAETAILGINTADGGKLTKKSARPIVPEANTAVAQYSGHKKGTNGKSIPIGCMQKSNE 949
consensus !!!!!!!!!!!!!*!! * !!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!! ! !!!!!!!!!!! !!

logo IVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDSLDITGPTCGMKR
NTDB id 190005 A6L28 RS10435 WP 079884489.1 IVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDSLDITGPTCGMKR 1025
NTDB id 1090 CAA90909.1 1..3114( ) IVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDSLDITGPTCGMKR 1029
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

<0

logo I SWREVFYO
NTDB id 190005 A6L28 RS10435 WP 079884489.1 ISWREVFY. 1033
NTDB id 1090 CAA90909.1 1..3114( ) ISWREVFY* 1037
consensus !!!!!!!!
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