
logo MNKTLKRQRVFRHTALYAAI LMFSHTGGGGAMQAEQTHKNYAI IVMNEQRNQLEKVKGQKNDGQSYSTI
L
K
R
D
EKDRERKF IYNKDGRWGQGGGSVF

NTDB id 189916 A6L21 RS01560 WP 079883562.1 MNKTLKRRVFRHTALYAAILMFSHTGGGGAQAETHNYAIVMNEQNQLKVKQKDSYSTLREKDRERKFIYNKGWQGGGSVF 80
NTDB id 1090 CAA90909.1 1..3114( ) MNKTLKRQVFRHTALYAAILMFSHTGGGGAMAQTHKYAIIMNERNQLEVKGNGQYSTIKDKDRERKFIYNKDRGGGGSVF 80
consensus !!!!!!! !!!!!!!!!!!!!!!!!!!!!! ! !! !!!*!!! !!! !! !!!***!!!!!!!!!!! !!!!!!

logo FDNTDTLVSQRQRSGTAVFGTATYLPPYGKVSGFDADNAGLKQEKRNNAVDWIHTTQRAGLAGYAYTDNVICRSHNQCPQLVYEKTKRFSF
NTDB id 189916 A6L21 RS01560 WP 079883562.1 FDNTDTLVSRQSGTAVFGTATYLPPYGKVSGFDANALKERNNAVDWIHTTRAGLAGYAYTNVICRSHQCPQLVYKTRFSF 160
NTDB id 1090 CAA90909.1 1..3114( ) FDNTDTLVSQQRGTAVFGTATYLPPYGKVSGFDADGLQKRNNAVDWIHTTQAGLAGYAYTDVICRSNQCPQLVYETKFSF 160
consensus !!!!!!!!! ! !!!!!!!!!!!!!!!!!!!!!! *! !!!!!!!!!!! !!!!!!!!! !!!!!*!!!!!!! !*!!!

logo DGNI
P
D
GLAKNRAGGGSLDRHPTDEPSRDENSLP IYKLKDHPWLGVSFNLGSENTVKDNGSKQSFSNSKRL I SSFSEDGNNNQTIVSTTERGNHPS I SLGS

NTDB id 189916 A6L21 RS01560 WP 079883562.1 DNPDLAKRGGGLDRHTEPSRDNSLIYKLKDHPWLGVSFNLGSENTVKNSQSSSRLISSFSEDNNNQTIVSTTENHPISLG 240
NTDB id 1090 CAA90909.1 1..3114( ) DGIGLAKNAGSLDRHPDPSRENSPIYKLKDHPWLGVSFNLGSENTVKDGKSFNKLISSFSEGNNNQTIVSTTRGHSISLS 240
consensus ! * !!! *! !!!!**!!!*!!*!!!!!!!!!!!!!!!!!!!!!!! ! *!!!!!!! !!!!!!!!!! !*!!!

logo DGWKQREHTAMVAYYLNAKLHLLDKKGI EKDIATQGKTVDRLGTVLKRPRS IVDEAVKTTVQRRTGLRGEGLLGNFHWAKTWDKI EKDKTGNQIPTVERLGLPEQI
VK

NTDB id 189916 A6L21 RS01560 WP 079883562.1 DGQREHTAVAYYLNAKLHLLDKKGIKDIT.GKTVRLGVLKPSIDVKTQRTGLGGLLGFHAKWDIKDTGQIPVELGLPQIK 319
NTDB id 1090 CAA90909.1 1..3114( ) DWKREHTAMAYYLNAKLHLLDKKGIEDIAQGKTVDLGTLRPRVEATVR...RGELLNFWATWKIEDKGNITVRLGLPEVK 317
consensus ! !!!!!*!!!!!!!!!!!!!!!! !! *!!!! !! !*! ** *** ! !! !*! ! ! ! !*!*! !!!! *!

logo AGRC I
VNKAPNPNPKNAKQALPSPALTAPALWFGPVKQDNGKAVEQMYSASVSTYPDSSSSQR I FYLQNLKSRKDTDPTGSKPGRHYSLEKPTLSTETNSDE

NTDB id 189916 A6L21 RS01560 WP 079883562.1 AGRCINKPNPNPKAQALSPALTAPALWFGPVQNGKVQMYSASVSTYPDSSSSQIFLQNLSRKDDTSKPGRYSLKPLSTSE 399
NTDB id 1090 CAA90909.1 1..3114( ) AGRCVNKANPNPNAKAPSPALTAPALWFGPVKDGKAEMYSASVSTYPDSSSSRIYLQNLKRKTDPGKPGRHSLETLTEND 397
consensus !!!!*!!*!!!! ! !*!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!! !*!!!! !! !* !!!!*!! *!* *

logo IKSKREPNTFTGRQTI
V IRLDNGGVQREQIKLDQGRNENTVETVVNSFNGVNDNGGNNDNTFGIVKDLGVDEPDATSEWKKVLLPWTVRAGFSANDDNKQFK

NTDB id 189916 A6L21 RS01560 WP 079883562.1 IKSKEPTFTGRQTVIRLDGGVQQIKLQGNEVT..SFNVNN.GNNTFGIVKDLGVDPDASEWKKVLLPWTVRASNDDNQFK 476
NTDB id 1090 CAA90909.1 1..3114( ) IKSREPNFTGRQTIIRLNGGVREIKLDRNNTEVVNFNGNDGNNDTFGIVKDLGVEPDTSEWKKVLLPWTVRGFADDNKFK 477
consensus !!!*!! !!!!!!*!!! !!! !!! ! ** !! ! * ! !!!!!!!!!!*!! !!!!!!!!!!!!!* !!! !!

logo

A
T
F
INKQEQELNNDQNQKI

P
K
QYSQKRYR I

SRDNNKGENRDNLGDIVNSP IVAVGEYLATSANDGMVHI FKQSGGDKRSYNLKLSYIPGTMPR
NTDB id 189916 A6L21 RS01560 WP 079883562.1 TINQQLN.QQKIQYSQRYRIRDN..GNRDLGDIVNSPIVAVGEYLATSANDGMVHIFKQSGGDKRSYNLKLSYIPGTMPR 553
NTDB id 1090 CAA90909.1 1..3114( ) AFNKEENNDNKPKYSQKYRSRDNNKGERNLGDIVNSPIVAVGEYLATSANDGMVHIFKQSGGDKRSYNLKLSYIPGTMPR 557
consensus ! !* *!* !!!*!! !!!**! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo

K
Q
D
Y
F
I
D
QNDTTSALKDESTLAKDELVRTFAEKGYVGDRYGVDGGFVLRKR I

V
D
T
D
N
DL
Q
D
N
G
KQKNHRFVFMFGAMGFLGGRGAYALDLTKADGSNSDNPT

NTDB id 189916 A6L21 RS01560 WP 079883562.1 QYFDNDTSALKDSTLAKELRTFAEKGYVGDRYGVDGGFVLRRITDDQDKQKHFFMFGAMGLGGRGAYALDLTKADSNNPT 633
NTDB id 1090 CAA90909.1 1..3114( ) KDIQNT.....ESTLAKDVRTFAEKGYVGDRYGVDGGFVLRKVDN.LNGQNRVFMFGAMGFGGRGAYALDLTKADGSDPT 631
consensus ! ******!!!!!**!!!!!!!!!!!!!!!!!!!!!!** * ! * !!!!!!! !!!!!!!!!!!!!! !!

logo AVSLFDVKDNGNNNGKNGSNNGSNNRSVEQLGYTVGTPQIGKTHDNGKYAAFLASGYATKDE I INTNSGDNKTALYVYDLEGSNGTNNL IK
NTDB id 189916 A6L21 RS01560 WP 079883562.1 AVSLFDVKNGNNGKNSNNSNNSVQLGYTVGTPQIGKTHNGKYAAFLASGYATKDI.NNGDNKTALYVYDLESNG..NLIK 710
NTDB id 1090 CAA90909.1 1..3114( ) AVSLFDVKDN.....GNNGNNRVELGYTVGTPQIGKTHDGKYAAFLASGYATKEIITSGDNKTALYVYDLEGNGTNNLIK 706
consensus !!!!!!!! ***** !! !! ! !!!!!!!!!!!!!! !!!!!!!!!!!!!!*!* !!!!!!!!!!!!! !!**!!!!

logo KI EVPGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNSMYRFDLSGSNQDNPQTQSWSAVRATI FESGNTKP ITSAPAI SQLKDKRVVI FG
NTDB id 189916 A6L21 RS01560 WP 079883562.1 KIEVPGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGSMYRFDLSGNNPTSWSARAIFSGNKPITSAPAISQLKDKRVVIFG 790
NTDB id 1090 CAA90909.1 1..3114( ) KIEVPGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSQDPQQWSVRTIFEGTKPITSAPAISQLKDKRVVIFG 786
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!! * ! !! ! !! ! !!!!!!!!!!!!!!!!!!!!!

logo TGSDLSEEDVDNSKMEEIQHYI
VYGI FDDNDTADTGTGTTVANFQDSDGQSGGKGLLEQKVLERKRDKNDGNKTLFLSTDYKRSDGSGDNKGWVVKLEKADGQR

NTDB id 189916 A6L21 RS01560 WP 079883562.1 TGSDLSEEDVDSKEIQHVYGIFDNDTDTGT..AQDGQGKGLLEQKLEKDKDGKTLFLSDYKRSDGSGDKGWVVKLEAGQR 868
NTDB id 1090 CAA90909.1 1..3114( ) TGSDLSEEDVDNMEEQYIYGIFDDDTATTGTVNFSDSGGGLLEQVLRRDNDNKTLFLTDYKRSDGSGNKGWVVKLKDGQR 866
consensus !!!!!!!!!!! ! !**!!!!! !! ! ** ! !!!!! ! *! ! !!!!!*!!!!!!!!! !!!!!!! !!!

logo VTVKPTVVLRTAFVTIHKYTGNTDKCGAETAI LG INTADGGKLTKKSARP IVPAEADNTAVAQYSGHKKQGTATKNGKS IP IGCMEQK
NTDB id 189916 A6L21 RS01560 WP 079883562.1 VTVKPTVVLRTAFVTIHKYTGNDKCGAETAILGINTADGGKLTKKSARPIVPADNTAVAQYSGHKQTAKGKSIPIGCMEK 948
NTDB id 1090 CAA90909.1 1..3114( ) VTVKPTVVLRTAFVTIHKYTGTDKCGAETAILGINTADGGKLTKKSARPIVPEANTAVAQYSGHKKGTNGKSIPIGCMQK 946
consensus !!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!! !!!!!!!!! !

logo

N
SNEGIVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGI

T
D
F
K
P
A
EGKKRPSAGKRNNRCFSGQKGVRTLLMNDLDSLDITGPTCG

NTDB id 189916 A6L21 RS01560 WP 079883562.1 NNGIVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGTFKEGKKPARNNRCFSGKGVRTLLMNDLDSLDITGPTCG 1028
NTDB id 1090 CAA90909.1 1..3114( ) SNEIVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDSLDITGPTCG 1026
consensus ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! * !!****!!!!!! !!!!!!!!!!!!!!!!!!!!!!

<0

logo MKRI SWREVFYO
NTDB id 189916 A6L21 RS01560 WP 079883562.1 MKRISWREVFY. 1039
NTDB id 1090 CAA90909.1 1..3114( ) MKRISWREVFY* 1037
consensus !!!!!!!!!!!



X non conserved
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X ≥ 50% conserved


