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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPV...WQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSV 77
NTDB id 189864 IEC33019 RS02955 WP 070092597.1 MRTGMFALALGLLGLRFLPALPSVGALLTMLVLGMFCLFG...........RAR....PVGCFLLGLSWACWSAQQALDD 65
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPF...........RWR....PLAFFLFGLVWACLNAQWALDD 65
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NTDB id 1426 RS RS05575 WP 011001070.1 VLAPAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPG 157
NTDB id 189864 IEC33019 RS02955 WP 070092597.1 RLEAALDGRTLWLEGRVVGLPVQRGRSVGFELEEAV.SRRAVLPQRLQLNWFEG....................QQPRPG 124
NTDB id 1199 PSJM300 12650 AFN78592.1 RLPVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYGG....................PEIRSG 124
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NTDB id 1426 RS RS05575 WP 011001070.1 QRWQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEA 237
NTDB id 189864 IEC33019 RS02955 WP 070092597.1 EHWRLAVTLKRPHGLLNPHAPDREALLLARRIGAVGTVKAGQLLEPA..............TSNWRGALRQRLLAVDAQG 190
NTDB id 1199 PSJM300 12650 AFN78592.1 ERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVEAHG 192
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NTDB id 1426 RS RS05575 WP 011001070.1 RYAPVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAG 317
NTDB id 189864 IEC33019 RS02955 WP 070092597.1 R.EAALAALVLGDGSGLARADWQALQATGTVHLMVISGQHIGLVAGLVYGLVAW..L.....ARLG..LWPLRLPWLPWA 260
NTDB id 1199 PSJM300 12650 AFN78592.1 R.AGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLL..L.....ARWG..IWPQRLPWLPWA 262
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NTDB id 1426 RS RS05575 WP 011001070.1 AVAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLA 397
NTDB id 189864 IEC33019 RS02955 WP 070092597.1 CALSLVSALGYGGLAGFGVPVQRACLMLAMVLLWRLRFRQLGALMPLLAALCGVLLIEPLASLLPGFWLSFAAVAVLVFC 340
NTDB id 1199 PSJM300 12650 AFN78592.1 CGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWI 342
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NTDB id 1426 RS RS05575 WP 011001070.1 ARIVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.L 476
NTDB id 189864 IEC33019 RS02955 WP 070092597.1 FAGR..............LGGWRPWQAWSRAQWGVAVGLLPALLALGLPISLTAPVANLLAVPWVSFAVLPLALLGSALL 406
NTDB id 1199 PSJM300 12650 AFN78592.1 FRGR..............LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLL 408
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NTDB id 1426 RS RS05575 WP 011001070.1 PEPWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLAR 556
NTDB id 189864 IEC33019 RS02955 WP 070092597.1 PLGQPGELLLWLAGGLLEVLFQQLALLAQWRPAWEPQALTPLAGLLVGLGALLLLLPRGVP...LRGLGGVMLMA.LWAP 482
NTDB id 1199 PSJM300 12650 AFN78592.1 WVPWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAP 485
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NTDB id 1426 RS RS05575 WP 011001070.1 APAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTET 636
NTDB id 189864 IEC33019 RS02955 WP 070092597.1 REPVPQGQVDVLQLDVGQGLAVLLRTRTHSLLYDAGPAKGEV.DLGERVVLPTLRKLGVKQLDLMLISHGHADHAGGAGA 561
NTDB id 1199 PSJM300 12650 AFN78592.1 DSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALA 564
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NTDB id 1426 RS RS05575 WP 011001070.1 VMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAA 716
NTDB id 189864 IEC33019 RS02955 WP 070092597.1 IGRGLPLGRVLAGEPGQL.......PQALQAQPCVSGERWQWDGVDFMLWQWAQG......PAGNERSCVLLVQAHGERL 628
NTDB id 1199 PSJM300 12650 AFN78592.1 IQRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRWPQA......TNGNQASCVLMVEAAGERL 631
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NTDB id 1426 RS RS05575 WP 011001070.1 MLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIER 796
NTDB id 189864 IEC33019 RS02955 WP 070092597.1 LLAGDMEAGAERAWLAASD..APRIDWLQAPHHGSRSSSTEPFIRAMAPRGVLISRGRYNGFGHPHPQVVARYRRYGVSV 706
NTDB id 1199 PSJM300 12650 AFN78592.1 LLTGDIDAQAERALVDGGM..EVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAEL 709
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NTDB id 1426 RS RS05575 WP 011001070.1 LRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 189864 IEC33019 RS02955 WP 070092597.1 HDTALEGALRLRLGSHG..EVEGVRAQRRFWRLVQ................ 739
NTDB id 1199 PSJM300 12650 AFN78592.1 HDTAEHGALSLQLGAFG..GARRMRDEPRFWREK................. 741
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