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NTDB id 1395 DSB67 RS04445 WP 010649155.1 MKWM.....LTLCLLILAPMSWAETKTKADK..............YEGIEITVNVNSATAQEIATLLIGIGEKKAQDIVE 61
NTDB id 189640 A6B42 RS00450 WP 178216616.1 MKQMK....TLALGLLMSLNTFAFAQTPPQIEQNS..MPQTEQQVTQINTNVVNINTASAAKLQDKLVGIGEKKAQAIVD 74
NTDB id 1382 A4U84 RS07375 WP 062924234.1 MKKLSRYTFSLLFG.LFSATTFAEEKVTTSTEHTPVVMQQ.VAATQKVNANVVNINTATASEIQDKLVGIGAKKAQAIVE 78
NTDB id 1362 HI 1008 AAC22669.1 MKTL..FTSVVLCGALVVSSSFAEEKATXQTAQSVVTTQAEAQVAPAVVSDKLNINTATASEIQKSLTGIGAKKAEAIVQ 78
consensus !! * ** ******** ***!***** ***** * *** * ******!*!*!*!******!*!!! !!!**!!*
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NTDB id 1395 DSB67 RS04445 WP 010649155.1 YRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL. 95
NTDB id 189640 A6B42 RS00450 WP 178216616.1 YRTKNGNFKSIEQLAEVSGIGQATVEKNRANIVLE 109
NTDB id 1382 A4U84 RS07375 WP 062924234.1 YREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
NTDB id 1362 HI 1008 AAC22669.1 YREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
consensus !!***!*!*****!**!*!!!*!!**!!***!***
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