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NTDB id 1399 DSB67 RS15600 WP 010645755.1 HILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQHDLIVTSGLALGIDGHA 159
NTDB id 1152 A1552VC RS00200 WP 000654772.1 YIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAVHDPAVAIVGSRNASVDGRQIARQFATELAQSGLVVTSGLALGIDGYA 157
NTDB id 1361 HI 0985 AAC22646.1 HLVNYFSPFYPFLLKQTASFPPLLFVKGNLTALSQRQMAMVGSRYCTTYGEYWAKHFATELSLAGFTITSGLALGIDGHC 155
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