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NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGD[NHVGLQAR 223
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLJIAR . 229
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NTDB id 189578 A6A10 RS01680 WP 121124261.1 |ANEANVANNT|SQ:NuREeR(enlsy: MeIHnYY:) . 234
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VDSVAALWWPKAEI GDMGDSH GLQAR . 237
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NTDB id 1142 GTF74 RS11550 WP 000344154.1 MGDSH GLQAR . 220
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