
logo MQQAEHQPTFFFFDYETWGTVNSPAKDRPSQFAGVRTDMDFNI IGEPLVIYCQLPPNSDYLPASPEAAL ITGITPQKTAANSKQGLAPEP
NTDB id 189141 BA953 RS02070 WP 065740233.1 MQQAHQPTFFFFDYETWGTSPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQPPSDYLPSPEAALITGITPQTAASKGLPEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus !!! !!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!! !!!!!!!!!!!! ! ! !!*!!

logo EF IAKR IHAEEQLSTPNTINLGYNS IRFDDEVTRYTCYRNF IDPYAWSWQHNGNSRWDLLDVLMRACHALRPEGI ENWPENDEDEGF IT
NTDB id 189141 BA953 RS02070 WP 065740233.1 EFIAKIHEQLSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQNGNSRWDLLDVMRACHALRPEGINWPENEEGFI 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!!!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!! !!!!**!!

logo SFKLEHLSVANGI EHESNAHDAMADVIATI ELMAKKVKAAQPKLFDYFFLSTMRHKRKLNTEL IVDIVNMQTPLMHVSGMLGRECRHNY
NTDB id 189141 BA953 RS02070 WP 065740233.1 SFKLEHLSVANGIEHENAHDAMADVIATIEMAKKVKAAQPKLFDYFLSMRHKRKLNELVDIVNMTPLMHVSGMLGRECNY 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!!!!*!!!!!!!!!!!!!!! *!!!!!!! !!*!!!! !!!!!!!!!!!!!**!

logo TSWI
VVP I

VAWHPTNQNAVIVVDLAGKDPQPLLDELDAVEGQTLNQAERLYTKRHYESDELAGPDELPVP I
VKLVHLNKCP I LAPAKTLTAENAAQ

NTDB id 189141 BA953 RS02070 WP 065740233.1 TSWVVPVAWHPTNQNAVIVVDLAKDPQPLLDLDVGQLNERLYTKHSELGPDELPVPIKLVHLNKCPILAPAKTLTAENAA 320
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!*!!*!!!!!!!!!!!!!!!*!!!!!!!*!! !* !!!!** *!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!

logo

K
NIG IDREKQCLAQHNLENRVI

LRQHPE IREKLNVSTLVFYS IQEREFYENKQESDSDVDSTMQLYADGFFSPAADKRAQASMDE I IRETTAEPEKNLGSASLADIRSFVASDDK
NTDB id 189141 BA953 RS02070 WP 065740233.1 NIGIDREKCLQNLERLRQHPEIREKLNSLYSIEREYEKSDDVDTMLYDGFFSPAAKQSMDIIRETEPKNLSALDISFSDD 400
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus !!!!!! !! *! *!!!!!!!!!! ***! !!!* !!!* !! !!!!!! * !*!!! ! ! !! ! ! !

logo R IAEPLLFRYRARHFYPHWTLDTDESTEQQRKRWAAHCSRDEYFERSNR I
LEDGYMLNLEKNLVHEHEQASDEPKKI

MAI LKSVYHQYVEQKLAVCS
NTDB id 189141 BA953 RS02070 WP 065740233.1 RIAPLLFRYRARHFPWTLDESEQQKWAAHSREYFESRIEDYMLNLKNLVHEHESDEKKIAILKSVYQYVQKLVS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!!!!!!!!*!*!! **!! *!!!!*!*!!! *! !!!!! !!!!!! !*!!*!!!!!!!*!! !! *

X non conserved

X similar

X ≥ 50% conserved


