
logo MKSLVNSLDIKTLAVI
V
A
LL I FVASDGLTLLFLPDQPRFLLLPSWQTVACLVYI

L
A
LLLVLCI FPLFMI

L
LAYA

FLRQRDNFKI
L
KQIVM

V
S
WLALFI FLMVAIQSLSAGYFVHQYSAI

LS ILLS
NTDB id 189126 BBH51 RS03045 WP 005553347.1 MSVSLDKLAIALIFSGLTLLFLPDRFLLSWQTACYLLLLLCPLMLLAYALRQDKIKQIVMWLLILMIQSAYVHQSAISIL 80
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NTDB id 189126 BBH51 RS03045 WP 005553347.1 TQADNLANLPKTVQREFTVEEILHQQHYQTLVIRAKLAENLPEQRIYAQWKLKQPVNPGERYAGNLRLRALSSRLNFDGF 160
NTDB id 1359 HI 0061 AAC21739.1 QQAQNITAQK..QVVTFKIQEILHQQDYQTLIATATLENNLQEQRIFLNWKAKEVPQLSEIWQAEISLRSLSARLNFGGF 151
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NTDB id 189126 BBH51 RS03045 WP 005553347.1 DRQPWYFGQHITAWAEIKSAVKLENVFSLRQTALNQALQQTENLPRQGLLLALGFGERFRLDQKTWQIYQKTNTAHLIAI 240
NTDB id 1359 HI 0061 AAC21739.1 DRQQWYFSKGITAVGTVKSAVKIADVSSLRAEKLQQVKKQTEGLSLQGLLIALAFGERAWLDKTTWSIYQQTNTAHLIAI 231
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NTDB id 189126 BBH51 RS03045 WP 005553347.1 SGLHIGLAMMLGFTLARLLQFALPTRYISPTFPILCGFIFALLYSQLAGLAIPTLRAMIALAMLYAIQYWRRYWTVWQFL 320
NTDB id 1359 HI 0061 AAC21739.1 SGLHIGLAMGIGFCLARVVQVFFPTRFIHPYFPLVFGVLFALIYAYLAGFSVPTFRAISALVFVLFIQIMRRHYSPIQFF 311
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NTDB id 189126 BBH51 RS03045 WP 005553347.1 LRVIALLIFIDPLMLLSTSFWLSVGAVTCLIVWYQYFPLSLLQWRGHSLANSPWRKVRYVFGLFHLQFGLLWLFTPIQLL 400
NTDB id 1359 HI 0061 AAC21739.1 TLVVGFLLFCDPLMPLSVSFWLSCGAVGCLLLWYRYVPFSLFQWKNRPFS....PKVRWIFSLFHLQFGLLLFFTPLQLF 387
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NTDB id 189126 BBH51 RS03045 WP 005553347.1 FFNGISLNSFIANVIAVPLYSFVLVPLVLFAVVTQGVWHSWQLANDLAEKITALLTPWQDDWLAISIPHSLWITLCLTFL 480
NTDB id 1359 HI 0061 AAC21739.1 LFNGLSLSGFLANFMAVPIYSFLLVPLILFAVFTNGTMFSWQLANKLAEGITGLISVFQGNWLTVSFNLALGLTALCAGI 467
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NTDB id 189126 BBH51 RS03045 WP 005553347.1 FLVALYVIYKPPKPITSTLALSRQHRFKEFHFNPERALSLPLRKSAYCVGGGLIALCCLTLISQSISRPNWQLETLDVGQ 560
NTDB id 1359 HI 0061 AAC21739.1 FMLIIWNIYREPEISSSNWQIKRAKF...FTLNLSKPLLKNERINVLRCSFGIILLCFTILLFKQLSKPTWQVDTLDVGQ 544
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NTDB id 189126 BBH51 RS03045 WP 005553347.1 GLATLIVKDGKGVLYDTGPSWKGGSMAQLEILPYLQRQGIDLEWLILSHDDNDHAGGAKDILAMYPHIQLTTASQKRYGS 640
NTDB id 1359 HI 0061 AAC21739.1 GLATLIVKNGKGILYDTGSSWRGGSMAELEILPYLQREGIVLEKLILSHDDNDHAGGASTILKAYPNVELITPSRKNYGE 624
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NTDB id 189126 BBH51 RS03045 WP 005553347.1 QNTEKNDRTFCQAGKQWHWQGLHFTVLSSENIVPRAENRDSCTLLLTDGTHHILLTGDADLSVEYKILPKLGKIHVLQVG 720
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NTDB id 189126 BBH51 RS03045 WP 005553347.1 HHGSKTSTGQALVQHIQPDIALISSGRWNPWHFPHKDVVVRLQQQGSQIYNTAHSGQISLLFYNDEIKIQTARAEFSPWY 800
NTDB id 1359 HI 0061 AAC21739.1 HHGSKTSTSEYLLSQVRPDVAIISSGRWNPWKFPHYSVMERLHRYKSAVENTAVSGQVRVNFFQDRLEIQQARTKFSPWY 779
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