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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFR.RQAEVAGQYLRKGSKVY 77
NTDB id 189090 A6F65 RS04260 WP 067786267.1 .MAGSLNKVMLIGNLGQDPEVKSFQNGGKVCNLRIATSETWKDRNTGERQERTEWHTVAIFSEGLVNVAERYLRKGSKVF 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
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NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYE.EGYGQ......SQEAYQRPAQQSRQPASDAP 144
NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYD.EGYGQ......SQEAYQRPAQQSRQPAPDAP 144
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGSGWNQ....APAQTNYNQGGYSDNYAQNNNF 149
NTDB id 189090 A6F65 RS04260 WP 067786267.1 IEGKLQTRKWQDQSGNDRYSTEVVLRGFDGTLTMLDGAGGGQGGGGGQGGGYGGGGGGQRSGGGWDQGGGSGGG.....S 154
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG.GMPAQG.....GMNVPAQQGSWGQPQQPAKQ.....H 148
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NTDB id 1103 NMB RS07590 WP 002212976.1 .SHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 .SHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 189090 A6F65 RS04260 WP 067786267.1 QGGGGGG..GQSW..DQGGSSGDDLDDDIPF 181
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QPMQQSA..PQQYSQPQYNEPPMDFDDDIPF 177
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