
logo MLARELDS IKRNFAI I EAELTVSFESERGLTVLTGETGAGKS I I IDA I
V
H
SLLAVGGRGSQSEF IVRHYGAEAKKAE I

LEGLFLSLDEDESGQHPVFLGRKVCLADEFQG
NTDB id 189032 I858 RS08690 WP 065524727.1 MLRELDIRNFAIIEALTVSFSEGLTVLTGETGAGKSIIIDAVHLLAGGRGSQEFIRHGAKKAEIEGLFSLDDEQHPVFRKLDEFG 85
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLE.SGHPVLGVCAEQG 84
consensus !! !! !*!!!!!! !!!!! !!!!!!!!!!!!!!!!!!!**!! !!!!! !!*!*! !!!*!!!! !** !!! * ! !

logo

I
V
D
T
K
VSDEGDMI LVLMRRDE I

L
N
S
D
T
K
SGKNSVCR I

VNGKLVTIAS ISLRE I
VGARLSL ILDIHGQHDENTQELLMDEDEEKNQHLQYLLDKQFYAGAKESLVAEKSASKLEKSTYQSEHGTFYDQKRY

NTDB id 189032 I858 RS08690 WP 065524727.1 VTKSDGDILLRRELNDKGKNVCRINGKLVTISILREVGASLIDIHGQHETQELMDEKQHLYLLDQYAGKSLAKSKESYSHTFDKY 170
NTDB id 352 BSU 24240 NP 390304.2 IDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALKTYQEGYQRY 169
consensus * !! !**!!** !! !!!*!!!!!!! !!!*! !*!!!!!!* ! !!** *!! !!! *!! * *! * * *!

logo

T
VKLKLKREKFLKSQSLYSTENSEQEQI

MAHQRI
LDL ILQTFQLEQE I EASAEKLEVI

L
G
NEDEEEQLQVEQERKQKQI

L
Q
SNFENKIYES ILQSNTAHYENAI

L
Q
R
G
SEQTGKGLDWI

VGMSAMSASEQL
NTDB id 189032 I858 RS08690 WP 065524727.1 TKLKREFSSYTENEQQIAQRIDLLTFQLQEIEAAELVIGEEEELVQERKKLQNFNKIYESISTAHEAIQGETKGLDWIGSAMSEL 255
NTDB id 352 BSU 24240 NP 390304.2 VKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSEQGGLDWVGMASAQL 254
consensus !! * *! !! *!*!*!!* !!! !!! ! ! * !*! ! !! * !! !!!!!* !* !* ! !!!!*! ! !

logo EDHAIASDS IVDNEPSFLKSKSMSSESTLVSNSASFYYL ILEQDATGTFSEQI
M
K
R
N
R
I
MLDDELMEFDPAERLNDYI EQTRLANEVIKQQSLKRKYGASSTVEDI LELYAHESKI

Q
A
E
D
E
D
E
I
LDKQI

L
E
VN

NTDB id 189032 I858 RS08690 WP 065524727.1 EHAASVDESFSSSSETLSSAFYLIQDTGSEIKRILDDMEFDPARLNDIEQRLAVIQSLKRKYGSSVEDILLYHEKQADDLDKLVN 340
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