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NTDB id 188877 BBH88 RS07795 WP 065537009.1 MTG.QIDLFQEEKQFVLGRPVVSIFHNPRNLFSIAKVKIQETNTPYTEKEIIVSGYFPMLSLEEQYRFTGVVKNHPRYGV 79
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
consensus ! ** ! !! *** ! * !*!!* !!*** !!!* !! * *! * !*!!!! ! !! ! ! ! * !!**!*
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NTDB id 188877 BBH88 RS07795 WP 065537009.1 QFQVETFSKEVPETEQGIIHYLSSDMFNGIGRKTAETIVKKLGKEAIKKILEDPDALDKVPRLSDDKKDTIRATLQMNLG 159
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
consensus !!! !*! !!*! ! !!!*!!!!!*! !!!*!!!! !!!!!! !! !!! !* ! !!!!! ! !!* * !! * !
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NTDB id 188877 BBH88 RS07795 WP 065537009.1 LERVMIQLNDWGFGPQVGMRIYQAYREETIDILTKNPFKLIEEIEGIGFQRADELGTKLGITGSHPDRIKAAILHILNQA 239
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
consensus !! *!! !! *!!!!!* !*!!!!! !!** * !!* !* **!!!!! *!!!!!***!**! !!*!*!!!!!* !
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NTDB id 188877 BBH88 RS07795 WP 065537009.1 SLSDGHVYVDAKTLIPLVKEMLEARQQ..GEIAIEAISKAAIELGEEGKVAGEETRLYLPSLYYSEVGIATKLETLLAAQ 317
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
consensus *!!*!! !** !!* *! ** ! ! ! !!! * !* !*! !!!*! ! *! ** **
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NTDB id 188877 BBH88 RS07795 WP 065537009.1 ENRTKFPSSEVRKALGEAEERLGVNYAETQVDAIENSINSSVMILTGGPGTGKTTVVRGLVEIYAELHGLSLDPKEYAKK 397
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYK.K 399
consensus ! !! !! !!!! !!!* !*!!**! *!! * !****!!!!!!!!!!!!*!!*!!*!*!!!!*!!!! ! *!
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NTDB id 188877 BBH88 RS07795 WP 065537009.1 KEPFPIILAAPTGRAAKRLSESTDLPAMTIHRLLGFNGQEKDEE.TEKEIEGKLIIIDEMSMVDTWLAHQLLKAVPEDAQ 476
NTDB id 355 BSU 27480 NP 390625.1 DEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQ 479
consensus !*!!!*!!!!!!!!!!!*!!!! !!!*!!!!!!!*!! ! ** * *!!!!!*!!!! !!*! !!!**! !!*!** !
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NTDB id 188877 BBH88 RS07795 WP 065537009.1 LIFVGDQDQLPPVGPGQVLRDLLESKRIPTVELTDIYRQSSGSSIIELAHQMKNGQLPNDITAKTADRSFIKAGIEQIPS 556
NTDB id 355 BSU 27480 NP 390625.1 IIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKE 559
consensus *! !!! !!!!*!!!!!!!!!!! ! !!!! !!!!!!! !!!!*!!!!!!!!! !!! *!!*! !!!!!**! !!*
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NTDB id 188877 BBH88 RS07795 WP 065537009.1 VVEKVVKSALSKGHSIKDIQVLAPMYKGPAGIDVLNRLIQEMVNPNPDGKRKELVFGDITYRIGDKILQLVNQPESNVFN 636
NTDB id 355 BSU 27480 NP 390625.1 VVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNP.PKEKRRELKFGDVVYRTGDKILQLVNQPENNVFN 638
consensus !!!!!! !! !!** !!!!!!!!!!*!*!!! !! **!***!!*! !!*!! !!!* !! !!!!!!!!!!!! !!!!
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NTDB id 188877 BBH88 RS07795 WP 065537009.1 GDMGEVVAIMKAKETVEKQDMLVASFDGIEVTYERSDLNQLTLAYCCSIHKSQGSEFSTVIMPVVRGYMKMLRRNLLYTG 716
NTDB id 355 BSU 27480 NP 390625.1 GDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTA 718
consensus !!*!!* ! !!! !! !! ! !!!! !*!* * ! !! !*!!!!!!!!!!!!!!* !**!!!*!! *!!!!!!!!!*
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NTDB id 188877 BBH88 RS07795 WP 065537009.1 ITRSKDFLILCGDPSVFRYGVERTDDAQRMTTLKNRLAVAAEEPKTEQQTMLKAEEKQSKPISLTTENVHAIHPMIGMEG 796
NTDB id 355 BSU 27480 NP 390625.1 ITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEALQKE.....LPF.......SVHDANIGMEG 786
consensus !!! ! !!!!!!** *!! ! ! !*!!!!! ! !!* ! * ! ***** ! ******** *** !!!!!

logo ITPFQDKF IMEKAEEQQ
NTDB id 188877 BBH88 RS07795 WP 065537009.1 ITPQKFIEA... 805
NTDB id 355 BSU 27480 NP 390625.1 ITPFDFMKEEQQ 798
consensus !!! !* ***
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