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NTDB id 188528 AWQ22 RS09680 WP 065710951.1 ......MVNPAARRPFFAFWGLLA...........VGLLGCQGGRGRSPQDESIQVYFNQRQGRRISYTEPYRQLKRPGD 63
NTDB id 1416 SGL RS14595 WP 010873643.1 MGKLNRGWKPNPVVIFVALALLVAIAVIGIGKVDPLGLGQSLARPDPLPQQEEIQVYFNLNNAKGADFIDPDRDFKRQGD 80
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NTDB id 188528 AWQ22 RS09680 WP 065710951.1 NLEAILIEGINSAQSTIDIAIQELNLPLVAEALADQAAAGITIRVIVENNYRQPWAEPDSTEILELDERDQGKYQEFVAL 143
NTDB id 1416 SGL RS14595 WP 010873643.1 NFEQIILEQIDQAQSTIDLAVQELRLPRIAQALVEKQKTGVRVRLVLENTYNQTIKEAVET......EKDPFRYRGPLAY 154
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NTDB id 188528 AWQ22 RS09680 WP 065710951.1 ADENQDGFLDAAETAKYDAIAILERAKIPILDDTADGSKGSGLMHHKFMVVDGETVITGSANWTLSGIHGDFANLETRGN 223
NTDB id 1416 SGL RS14595 WP 010873643.1 LDQNQDGRISPAESAERDAIEILRTQKIPLIDDTEDGSKGSGLMHHKFMVLDNKTVIVTSANFTPSDQHGDYDDNFTRGN 234
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NTDB id 188528 AWQ22 RS09680 WP 065710951.1 ANHLMRIQDAAIAQVFTTEFEEMWTG.......RKFGVQKLQEPPQTFSVGNSRVTVQFSPFSSSQPWENTSNGLIGSTL 296
NTDB id 1416 SGL RS14595 WP 010873643.1 ANNLLVVQSPAVAHLFTEEFNLLWGDGPGAEKDSLFGINKPSRPAKVLKVGETTVTVKFSPDRRAIPFPNTSNGLIAQYL 314
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NTDB id 188528 AWQ22 RS09680 WP 065710951.1 AQAQESISLALFVFSEQKIANILEKEAQAGTAIRALIDPSFAFREYSDGLDLLGVNLKEKCD..PFNRPWANPIQTVGTP 374
NTDB id 1416 SGL RS14595 WP 010873643.1 NQAQQKIQLALFVFSEQALSNVINQRFQAGTEVKALIDRGFAFRYYSEGLDLLGVTLLEDCLEQPGNSPWALPTEFVGTP 394
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NTDB id 188528 AWQ22 RS09680 WP 065710951.1 KLPKGDKFHHKFAVIDGKTVITGSHNWSAAANNQNDETLLIIQNEAIAQQFQAEFDQFYTTAYLGIPPFIASKQKTIPTD 454
NTDB id 1416 SGL RS14595 WP 010873643.1 ALPRGDKLHHKFALVDDDTVITGSHNWSPAANHNNDETVLVLQNAQIAAHYQRELDRLYAVTEYGLPPTVQARIDRQEQE 474
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NTDB id 188528 AWQ22 RS09680 WP 065710951.1 CTV..........AATDGPVNLNTASAIELETLPGIGPSLAQGIIEGR...PYSGLTDLQRVSGIGEKKAADLAGKVTW 520
NTDB id 1416 SGL RS14595 WP 010873643.1 CANPRPSPKPLAKATPNRLVNLNRGSQEELESLPGIGPSTAEKIISTREQKAFTSLEDLGRVKGIGPSKIEGLRGKVTW 553
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