
logo

MKNNWIYPVICL I SLNSLMLGGQSWLTWSLLLLAFVKL I SLRQTQITIMTIGLCLVYGGRFWI SYHSVTQPQQPVAQYFK
NTDB id 188496 A4W80 RS10595 WP 336272982.1 ................................................................................ 0
NTDB id 614 LCA RS05330 WP 011374769.1 MKNNWIYPVICLISLNSLMLGGQSWLTWSLLLLAFVKLISLRQTQITIMTIGLCLVYGGRFWISYHSVTQPQQPVAQYFK 80
consensus ********************************************************************************

logo

VQPDAIQVAGDSVQLTAIGQQDGQTIKAYYRCQTFAEKRRWQQVRHPVLFYGEKDFKR IQGATNQNEFDYARFLAQQKRC
NTDB id 188496 A4W80 RS10595 WP 336272982.1 ................................................................................ 0
NTDB id 614 LCA RS05330 WP 011374769.1 VQPDAIQVAGDSVQLTAIGQQDGQTIKAYYRCQTFAEKRRWQQVRHPVLFYGEKDFKRIQGATNQNEFDYARFLAQQKRC 160
consensus ********************************************************************************

logo

FYQLTLAKKTTFALRRPSSGLDWLHYWRQTCALYLRKLPTALRFHAQTLLLGLREAQVDHYQVVLGHLGI IHLLSLSGLH
NTDB id 188496 A4W80 RS10595 WP 336272982.1 ................................................................................ 0
NTDB id 614 LCA RS05330 WP 011374769.1 FYQLTLAKKTTFALRRPSSGLDWLHYWRQTCALYLRKLPTALRFHAQTLLLGLREAQVDHYQVVLGHLGIIHLLSLSGLH 240
consensus ********************************************************************************

logo

VFYLVQVIRWCATYCR IPRERLNCMLFGLLPVYALLVGGTTS I SRAIAL I LSRLLCKQLGIRQSRLDSWSLVLLVNLFM
W
A
Q

NTDB id 188496 A4W80 RS10595 WP 336272982.1 ..............................................................................MA 2
NTDB id 614 LCA RS05330 WP 011374769.1 VFYLVQVIRWCATYCRIPRERLNCMLFGLLPVYALLVGGTTSISRAIALILSRLLCKQLGIRQSRLDSWSLVLLVNLFWQ 320
consensus ******************************************************************************
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NTDB id 188496 A4W80 RS10595 WP 336272982.1 AVFINQYGGLLSYLMAFGLIYQRRHGTFTTAFWLGLLSLPVCLRFNYRWHILTILINGIVAPIFLPVMLGLIMVAICLWP 82
NTDB id 614 LCA RS05330 WP 011374769.1 PYLLHSMGGILSYLMAFALIYIGEGSTFKVAYWLSLLSLPVCLRFNYRWHVLTIMMNALVTPIYLPIVLGLAIVASVMLP 400
consensus * ** !!*!!!!!!!*!!! * !! !*!! !!!!!!!!!!!!!!!*!!!**!**! !!*!!**!!! *!! ** !

logo VSHNLMI
VVNWGLCEEGWLLQTLTI

LYKGLAGLWI
V
A
V
Q
T
F
IPHYAMTITFGKIPQL ILPLFLL IV I

T
G
V
S
TLLWL IMADGSQTAGI

R
R
S
A
N
K
QWGRKWRLKGRATLVI

VSLYLVAI SF ILAGI
NTDB id 188496 A4W80 RS10595 WP 336272982.1 VSHMIVWLEEGLLTTLYKGLAWIATFPYATITFGKIQLIPLFLIVIGTLWLMASTGRRAKWGW...GAVISLYVISFIGI 159
NTDB id 614 LCA RS05330 WP 011374769.1 VSNLVVNGCEWLLQLIYKGLGLVVQIPHAMITFGKIPLLPLLLIVTVSLLLIDGQAISNQWRKRLKRTLVSLYLASFLAI 480
consensus !!***! *! !! *!!!!* * !*! !!!!!!*!*!! !!! *! !* * ! *** **!!!* !!**!

logo HFNPTVGRVI
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QVSRAEKVTVNYLYSCQGI
VDHI

L
D
EAI

VALSHQDA
NTDB id 188496 A4W80 RS10595 WP 336272982.1 HFNPVGRVIMFDIGQGDSLLIQQPFNRHNLLIDTGGRLALPQEKWQRRQIVSRAEKVTVNYLYSCGIDHLEAIALSHQDA 239
NTDB id 614 LCA RS05330 WP 011374769.1 HFNPTGRVVMFDIGQGDSLLIQTPFNRHQLLIDTGGRLALPQAAWQRRAQVSRAEKVTVNYLYSQGVDHIDAVALSHQDA 560
consensus !!!! !!!*!!!!!!!!!!!!! !!!!!*!!!!!!!!!!!!! !!!! !!!!!!!!!!!!!!*!*!!**!*!!!!!!!



logo DHIGDLNEQI LMKQHQIRVDKR I
L ICAAGLPQNRQFQRQI

VRPFHLATKTVQTI EPYLADGAQAHFKMI
VGHSQKQFINVLAPTVKVAPGKPGEGNASDSLVLQA

NTDB id 188496 A4W80 RS10595 WP 336272982.1 DHIGDLNEIMQHIRVKRLICAAGLPQNRQFQRQVRPHLTKVTIEPYLADQHFMIGHQQINVLAPVVAGPGGNADSLVLQA 319
NTDB id 614 LCA RS05330 WP 011374769.1 DHIGDLNQILKQIRVDRIICAAGLPQNRQFQRQIRPFLATVQIEPYLAGAAFKVGSQKFNVLAPTKPGKGENSDSLVLQA 640
consensus !!!!!!! !* *!!! !*!!!!!!!!!!!!!!!*!!*! ! !!!!!! *! *!*! !!!!! *!*! ! !!!!!!!

logo QIGGASWLFTGDLEKQAEGERVAI IVDERYPQLRTVDYLKVGHHGSKQTASDPQTSVIAKKTLWHQLVKGAL I SATGREHNRYGHPHAQAETLQTTLKQAR
NTDB id 188496 A4W80 RS10595 WP 336272982.1 QIGGASWLFTGDLEKAGEVAIVDRYPQLRVDYLKVGHHGSQTASDPQSIATWQVKGALISAGRHNRYGHPHAATLQTLKR 399
NTDB id 614 LCA RS05330 WP 011374769.1 QIGGASWLFTGDLEQEGERAIIERYPQLTVDYLKVGHHGSKTASDPTVIKKLHLKGALISTGRENRYGHPHQETLTTLQA 720
consensus !!!!!!!!!!!!!! !! !!**!!!!! !!!!!!!!!!! !!!!! ! **!!!!!! !!*!!!!!!! !! !!

logo AKNVPFYWLNTADQCQGMLETWARYGFPGQSVEPKMI
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NTDB id 188496 A4W80 RS10595 WP 336272982.1 ANVPFWNTADCGMLEWRYGFGQVPMIKTTLKDCD. 433
NTDB id 614 LCA RS05330 WP 011374769.1 AKVPYWLTAQQGMLTWAYGPGQSEKLQTTIKDSEK 755
consensus ! !!*! !! *!!! ! !!*!! * * !!*!!***
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