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NTDB id 96 BSU 24730 NP 390353.1 MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLISHFKFLSAMDIGERRKPQNGSLT 80
NTDB id 188454 A4W75 RS05705 WP 253732251.1 .......................................................MAQSNEVSRGMDISETRRPQTGRSA 25
NTDB id 617 LCA RS06480 WP 011375001.1 .MSTEEKLTTLLKHCAKQRVQDLYFTPTIGGWRLTERRQSDLVTNQELDKPTGTRYLNRLKYMAGMDISETRRAQTGRSE 79
NTDB id 586 KW2 RS10855 WP 011836048.1 ..MVQKKAQELIQKAIEMEASDIYLIASGNLYKIYIRQQLGRTLIEEVNQEIGLALLTHFKFLAGMNTGERRRVQLGACW 78
NTDB id 584 DLJ51 RS00890 WP 019777327.1 MVEVQELGKELIRQAVEEQAQDIYLLPKPAVYKIYLRFGEKRHLIQTCPPEQAAGLISHFKFLAGMNVGEKRRAQLGACD 80
NTDB id 394 FSA28 RS09405 WP 002291652.1 ..MVQKLGRKIIAEAVQNKAQDIYIIPKKESYELYMRIGNERRFIDVYDHHFMANLISHFKFVAGMNVGEKRRSQLGSCD 78
NTDB id 385 SMU RS09035 WP 002263435.1 ..MVQKLGRKIIAEAVQNKAQDIYIIPKKESYELYMRIGNERRFIDVYDHHFMANLISHFKFVAGMNVGEKRRSQLGSCD 78
NTDB id 429 SGO RS09420 WP 012130942.1 ..MVQKIAQAIVRQAKEECAQDIYFVPKDDCYELYMRIGDERRFIQTYDFDQLAAVISHFKFLAGMNVGEKRRSQLGSCD 78
NTDB id 500 SM12261 RS00945 WP 000249545.1 ..MVQEIAQEIIRSARKKGAQDIYFVPKLDAYELHMRVGDERCKIGCYDFEKFAAVISHFKFVAGMNVGEKRRSQLGSCD 78
NTDB id 270 KZH43 RS09265 WP 000249564.1 ..MVQEIAQEIIRSARKKGTQDIYFVPKLDAYELHMRVGDERCKIGSYDFEKFAAVISHFKFVAGMNVGEKRRSQLGSCD 78
NTDB id 229 SPD RS09895 WP 000249564.1 ..MVQEIAQEIIRSARKKGTQDIYFVPKLDAYELHMRVGDERCKIGSYDFEKFAAVISHFKFVAGMNVGEKRRSQLGSCD 78
NTDB id 195 SPR RS09430 WP 000249564.1 ..MVQEIAQEIIRSARKKGTQDIYFVPKLDAYELHMRVGDERCKIGSYDFEKFAAVISHFKFVAGMNVGEKRRSQLGSCD 78
NTDB id 160 SP RS10380 WP 000249564.1 ..MVQEIAQEIIRSARKKGTQDIYFVPKLDAYELHMRVGDERCKIGSYDFEKFAAVISHFKFVAGMNVGEKRRSQLGSCD 78
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NTDB id 96 BSU 24730 NP 390353.1 LKLKEG.NVHLRMSTLPT.INEESLVIRVMPQYNIPSIDKLSLFPKTGATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLV 158
NTDB id 188454 A4W75 RS05705 WP 253732251.1 IEVAG.ELIYLRLATVGDFLNRESLVVRFIYPIG....QTYHCDDSQILSRLMQLIQQPGLLLFAGPTGSGKTTSLYYLA 100
NTDB id 617 LCA RS06480 WP 011375001.1 LQLAD.QTIYLRLATVGDFLNRESLVIRFIYPIG....AIYHCDDQQILAQLTQMSRQSGLILFAGPTGSGKTTSLYHLA 154
NTDB id 586 KW2 RS10855 WP 011836048.1 YELEGSSAKRLRLSTVGDFEGNESLVIRLLHDQK....QELEFWFD.DK..LQDFRCKRGLYLFAGPVGSGKTSLMFDLA 151
NTDB id 584 DLJ51 RS00890 WP 019777327.1 YAFADGETAALRLSTVGDYQGRESLVIRLLFDRK....RELKFWFD.GLNALLPKIIGRGLYLFSGPVGSGKTTLMYELV 155
NTDB id 394 FSA28 RS09405 WP 002291652.1 YSYDEGKVISLRLSSVGDYRGYESLVIRLLFSGR....HDLKFWFN.SMDLILNEIKGRGLYLFSGPVGSGKTSLMYQLV 153
NTDB id 385 SMU RS09035 WP 002263435.1 YSYDEGKVISLRLSSVGDYRGYESLVIRLLFSGR....HDLKFWFN.SMDLILNEIKGRGLYLFSGPVGSGKTSLMYQLV 153
NTDB id 429 SGO RS09420 WP 012130942.1 YRYDD.KETSIRLSTVGDYRGYESLVIRLLHDEE....TELKFWFT.HFPELREKFKDRGLYLFSGPVGSGKTTLMHQLA 152
NTDB id 500 SM12261 RS00945 WP 000249545.1 YEYDQ.KMASLRLSTVGDYRGHESLVIRLLHDEE....QDLHFWFQ.DIEELGKQYRQRGLYLFAGPVGSGKTTLMHELA 152
NTDB id 270 KZH43 RS09265 WP 000249564.1 YAYDH.KIASLRLSTVGDYRGHESLVIRLLHDEE....QDLHFWFQ.DIEELGKQYRQRGLYLFAGPVGSGKTTLMHELS 152
NTDB id 229 SPD RS09895 WP 000249564.1 YAYDH.KIASLRLSTVGDYRGHESLVIRLLHDEE....QDLHFWFQ.DIEELGKQYRQRGLYLFAGPVGSGKTTLMHELS 152
NTDB id 195 SPR RS09430 WP 000249564.1 YAYDH.KIASLRLSTVGDYRGHESLVIRLLHDEE....QDLHFWFQ.DIEELGKQYRQRGLYLFAGPVGSGKTTLMHELS 152
NTDB id 160 SP RS10380 WP 000249564.1 YAYDH.KIASLRLSTVGDYRGHESLVIRLLHDEE....QDLHFWFQ.DIEELGKQYRQRGLYLFAGPVGSGKTTLMHELS 152
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NTDB id 96 BSU 24730 NP 390353.1 QYAKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLTS 238
NTDB id 188454 A4W75 RS05705 WP 253732251.1 EQV..MQDKMVVAIEDPIEIQQPAFLQLQVNEAAGLTYAALLKISLRLRPDTLIIGEIRDLQTAQHAVSAALSGHLVLST 178
NTDB id 617 LCA RS06480 WP 011375001.1 QQS..MSAKMVVAIEDPIEIVAPEFLQLQVNDNAGLSYAELLKISLRLRPDTLIIGEIRDLETAQYVVSAALSGHLVLST 232
NTDB id 586 KW2 RS10855 WP 011836048.1 HRH..FSNAQVITIEEPVELIDSDFIQLQVNDVIGNSYDELIKLSLRHRPDLLIVGEIRDQQTARAVLRASLTGYTVFST 229
NTDB id 584 DLJ51 RS00890 WP 019777327.1 SRK..YPDSQIITIEDPVEIKQDNMLQLQLNPSIGMTYDHLIKLSLRHRPDVLIIGEIRDRETAQAVIRASLTGIRVFST 233
NTDB id 394 FSA28 RS09405 WP 002291652.1 KLR..FETKQVITIEDPVEIKQDNMLQLQLNESIDMTYDNLIKLSLRHRPDILIIGEIRDKETARAVIRASLTGAMVFST 231
NTDB id 385 SMU RS09035 WP 002263435.1 KLR..FETKQVITIEDPVEIKQDNMLQLQLNESIDMTYDNLIKLSLRHRPDILIIGEIRDKETARAVIRASLTGAMVFST 231
NTDB id 429 SGO RS09420 WP 012130942.1 QLK..FKGQQVMSIEDPVEIKQEDMLQLQLNETIGLTYESLIKLSLRHRPDLLIIGEIRDSETARAVVRASLTGATVFST 230
NTDB id 500 SM12261 RS00945 WP 000249545.1 KSL..FKGQQVMSIEDPVEIKQDNMLQLQLNEAIGLTYENLIKLSLRHRPDLLIIGEIRDSETARAVVRASLTGATVFST 230
NTDB id 270 KZH43 RS09265 WP 000249564.1 KSL..FKGQQVMSIEDPVEIKQDDMLQLQLNEAIGLTYENLIKLSLRHRPDLLIIGEIRDSETARAVVRASLTGATVFST 230
NTDB id 229 SPD RS09895 WP 000249564.1 KSL..FKGQQVMSIEDPVEIKQDDMLQLQLNEAIGLTYENLIKLSLRHRPDLLIIGEIRDSETARAVVRASLTGATVFST 230
NTDB id 195 SPR RS09430 WP 000249564.1 KSL..FKGQQVMSIEDPVEIKQDDMLQLQLNEAIGLTYENLIKLSLRHRPDLLIIGEIRDSETARAVVRASLTGATVFST 230
NTDB id 160 SP RS10380 WP 000249564.1 KSL..FKGQQVMSIEDPVEIKQDDMLQLQLNEAIGLTYENLIKLSLRHRPDLLIIGEIRDSETARAVVRASLTGATVFST 230
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NTDB id 96 BSU 24730 NP 390353.1 LHTRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENGCSSVYCRQSRNTRRASVYELLYGKNLQQCIQEAK 318
NTDB id 188454 A4W75 RS05705 WP 253732251.1 IHARSTTGVMDRLLDLGISHSQLTACLAGVAYQSLVVEGHNVAA..................HYELATA........... 229
NTDB id 617 LCA RS06480 WP 011375001.1 IHARSTQGVVARLLDLGISELQLRACLTGIAYQSLVTKDDVVQA..................HYELLTG........... 283
NTDB id 586 KW2 RS10855 WP 011836048.1 IHAASVKGVVQRLLELGLSDWELKNGLEAVVYQRLIAGKGVLDI..AKS.............KFDTWSP........... 283
NTDB id 584 DLJ51 RS00890 WP 019777327.1 VHAKSIPGVYARILELGVSQDELDNCLAGIAYQRLIGGGGLIDF..AQD.............HFQNHQA........... 287
NTDB id 394 FSA28 RS09405 WP 002291652.1 IHAKSIPGVYARMLELGTSSEELQNALCGIVYQRLIGGGGIIDF..AKG.............DYQNHSA........... 285
NTDB id 385 SMU RS09035 WP 002263435.1 IHAKSIPGVYARMLELGTSSEELQNALRGIVYQRLIGGGGIIDF..AKG.............DYQNHSA........... 285
NTDB id 429 SGO RS09420 WP 012130942.1 IHAKSIPGVYERLLELGVSEEELKIVLQGICYQRLIGGGGVIDF..ASD.............NYQEHEP........... 284
NTDB id 500 SM12261 RS00945 WP 000249545.1 IHAKSIRGVYERLLELGVSEEELAVVLQGVCYQRLIGGGGIVDF..ANK.............DYQEHQS........... 284
NTDB id 270 KZH43 RS09265 WP 000249564.1 IHAKSIRGVYERLLELGVSEEELAVVLQGVCYQRLIGGGGIVDF..ASR.............DYQEHQA........... 284
NTDB id 229 SPD RS09895 WP 000249564.1 IHAKSIRGVYERLLELGVSEEELAVVLQGVCYQRLIGGGGIVDF..ASR.............DYQEHQA........... 284
NTDB id 195 SPR RS09430 WP 000249564.1 IHAKSIRGVYERLLELGVSEEELAVVLQGVCYQRLIGGGGIVDF..ASR.............DYQEHQA........... 284
NTDB id 160 SP RS10380 WP 000249564.1 IHAKSIRGVYERLLELGVSEEELAVVLQGVCYQRLIGGGGIVDF..ASR.............DYQEHQA........... 284
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NTDB id 96 BSU 24730 NP 390353.1 GNHANYQYQTLRQIIRKGIALGYLTTNNYDRWVYHEKD............. 356
NTDB id 188454 A4W75 RS05705 WP 253732251.1 ........QQLEEAVHED................................. 239
NTDB id 617 LCA RS06480 WP 011375001.1 ........SDYFSKKEGGCDV.............................. 296
NTDB id 586 KW2 RS10855 WP 011836048.1 ........KKWNEKIENLYANGHLTAIEAEREKISINQASKIDTTDGESFE 326
NTDB id 584 DLJ51 RS00890 WP 019777327.1 ........ECWNEKIDQLLAAGHLTEEEAAAEKIKD............... 315
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