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NTDB id 105 BSU 25590 NP 390437.1 ................MNWLNQ....HKKAII.LAASAAVFTAIMIFLATGKNKEPV.KQAVPT.........ETENTVV 49
NTDB id 595 KW2 RS08725 WP 021037687.1 ..................MEKILDKLKEYWKIMLLVVCALIA.GGIFYIFTNSPKPAETLSVEN..LSSS..STKSSVSK 57
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..................MESIIEKIKEYKIIVICTGLGLLV.GGFFLLKPAPHTPVKETNLQAEVVAISKDSSTEKDVK 61
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..................MEAIIEKIKEYKIIVICTGLGLLV.GGFFLLKPAPQTPVKETNLQAEVVAVSKDSVSEKEVK 61
NTDB id 263 KZH43 RS04195 WP 000387330.1 ..................MEAIIEKIKEYKIIVICTGLGLLV.GGFFLLKPAPQTPVKETNLQAEVAAVSKDLVSEKEVN 61
NTDB id 222 SPD RS04535 WP 000387330.1 ..................MEAIIEKIKEYKIIVICTGLGLLV.GGFFLLKPAPQTPVKETNLQAEVAAVSKDLVSEKEVN 61
NTDB id 188 SPR RS04295 WP 000387330.1 ..................MEAIIEKIKEYKIIVICTGLGLLV.GGFFLLKPAPQTPVKETNLQAEVAAVSKDLVSEKEVN 61
NTDB id 153 SP RS04730 WP 000387344.1 ..................MEAIIEKIKEYKIIVICTGLGLLV.GGFFLLKPAPQTPVKETNLQAEVAAVSKDSSTEKEVK 61
NTDB id 300 STER RS07485 WP 011681496.1 MKEKILAYVKDNRLFVSVIAVLMVIFCFFLWMTCGAGNSMEA.ETSYTDVTALSTSSSKQSSQS..LSEA.......SSQ 70
NTDB id 188443 A4W75 RS02860 WP 253732800.1 ................................................................................ 0
NTDB id 613 LCA RS05340 WP 231952379.1 ................MMWQDYWQRYRRFWWVPCLVLLGIIA.GGFYWHQSQQKQ.KVTQNEQL..LATS..ASKTKPAT 58
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NTDB id 105 BSU 25590 NP 390437.1 KQEANNDESNETIVIDIKGAVQHPGVYEMRT.GDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQ 128
NTDB id 595 KW2 RS08725 WP 021037687.1 FNSSSSEKNKNEIMVDLKGAVAKPNVYQISS.DERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSES 136
NTDB id 521 SMSK321 RS04960 WP 000443804.1 KEEKEEPVEQDLITVDVKGAVKSPGIYDLSV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQH 140
NTDB id 493 SM12261 RS04300 WP 000387351.1 KEEKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQ 140
NTDB id 263 KZH43 RS04195 WP 000387330.1 KEEKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ 140
NTDB id 222 SPD RS04535 WP 000387330.1 KEEKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ 140
NTDB id 188 SPR RS04295 WP 000387330.1 KEEKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ 140
NTDB id 153 SP RS04730 WP 000387344.1 KEEKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ 140
NTDB id 300 STER RS07485 WP 011681496.1 SKTEGSEKVKSKVTVDVKGAVVNPGVYTLKA.GARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLD 149
NTDB id 188443 A4W75 RS02860 WP 253732800.1 .............................................MTEAADTSQLNLAQTLSDQLIIYVPTKGEAVQAEE 35
NTDB id 613 LCA RS05340 WP 231952379.1 KKTHQAATKKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQE 138
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NTDB id 105 BSU 25590 NP 390437.1 GGGG....................SVQSDGGKGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVS 188
NTDB id 595 KW2 RS08725 WP 021037687.1 TDS...............PTGSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVS 201
NTDB id 521 SMSK321 RS04960 WP 000443804.1 TGS...............GAP......SSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVS 199
NTDB id 493 SM12261 RS04300 WP 000387351.1 AGP...............GTA......SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVS 199
NTDB id 263 KZH43 RS04195 WP 000387330.1 TGL...............GTA......SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVS 199
NTDB id 222 SPD RS04535 WP 000387330.1 TGL...............GTA......SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVS 199
NTDB id 188 SPR RS04295 WP 000387330.1 TGL...............GTA......SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVS 199
NTDB id 153 SP RS04730 WP 000387344.1 TGS...............GTA......SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVS 199
NTDB id 300 STER RS07485 WP 011681496.1 QTG...............TGQVSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVS 214
NTDB id 188443 A4W75 RS02860 WP 253732800.1 LVKAADEP.........QAATDNQAGASPISTDAKINLNQADATQLQTLNGIGPKKAEQIIAYRDEQGQFKQIEDLQKVG 106
NTDB id 613 LCA RS05340 WP 231952379.1 LIQAPQQIATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVG 218
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NTDB id 105 BSU 25590 NP 390437.1 GIGEKSFEKIKSSITVK 205
NTDB id 595 KW2 RS08725 WP 021037687.1 GFGDKTLEKLKDEISID 218
NTDB id 521 SMSK321 RS04960 WP 000443804.1 GIGAKTIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 GIGAKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 GIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 GIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 GIGGKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 GIGGKTIEKLKDYVTVD 216
NTDB id 300 STER RS07485 WP 011681496.1 GIGDKTLDKIRESLYVA 231
NTDB id 188443 A4W75 RS02860 WP 253732800.1 GIGPKTFEQLRPQICVN 123
NTDB id 613 LCA RS05340 WP 231952379.1 GIGPKTFEQLQSQICVN 235
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