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NTDB id 188442 A4W75 RS02855 WP 253732798.1 .MWRDYWQRYRRFWWVPCLVII.LLSGGVFWQHSRQQRFLSTNQQLMAQSTKR.KVKAKPVKQKKSVSKGGFVDIKGAVA 77
NTDB id 613 LCA RS05340 WP 231952379.1 MMWQDYWQRYRRFWWVPCLVLLGIIAGGFYWHQSQQKQKVTQNEQLLATSASKTKPATKKTHQAATKKKGGFVDIKGAVV 80
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YPGIYP ICTVASEKTRLFEVLKNQAGGMPTDAADTKRLNLAQKLTDQL I IY IPKKGEVVTDQEL IQAPQQIATTSERTQEQASTG

NTDB id 188442 A4W75 RS02855 WP 253732798.1 HPGIYPICVAKTRLFEVLKQAGM......................................................... 100
NTDB id 613 LCA RS05340 WP 231952379.1 YPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQIATTSERTQEQASTG 160
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TSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQI IAYRDEQGKFKQI EDLQKVGGIGPKTFEQLQSQICVN
NTDB id 188442 A4W75 RS02855 WP 253732798.1 ........................................................................... 100
NTDB id 613 LCA RS05340 WP 231952379.1 TSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTFEQLQSQICVN 235
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