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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
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NTDB id 188395 BSY19 RS18645 WP 069055450.1 .MAGSVNKVILVGNLGRDPEVRRLGSGEPVVNLRIATSETWRDKQSGEKKERTEWHSVVIFNENLAKVAEQYLKKGSKIY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
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NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQEA.....YQRPAQQSR...QPASDA 143
NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQEA.....YQRPAQQSR...QPAPDA 143
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSG.GDFGGNQGSGWNQAPA.QTNYNQGGYSDNYAQNNNFN. 150
NTDB id 188395 BSY19 RS18645 WP 069055450.1 IEGQLQTRKWQDQSGVEKYTTEIVLQRYRGELTILDSRGQG.GSDEYGEGGGMMEDRSSGSSFGRSG.......PMGGG. 150
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQ.GGMPAQ..GGMNVPAQ.QGSWGQPQ.......QPAKQ. 147
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NTDB id 1103 NMB RS07590 WP 002212976.1 PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 .GGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 188395 BSY19 RS18645 WP 069055450.1 .GGGSRQPAMAGGGGGASRSSSSHLDDDIPF 180
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .HQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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