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NTDB id 1028 TT RS08215 WP 011173991.1 AELS...... KKQAEE V 542
NTDB id 1306 DR RS10060 WP 027479822.1 KGFE...... K N ERNKTQQSQEA LSVAPRISIARRIUQV 539
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SIQGAANQGKMNS . C] ELA SDD. LQSIEDLSQBEIAYS 217
NTDB id 1293 VP RS12240 WP 005479695.1 SLSHEKSGEK|2EN . . QENWASL\DMGAD . IDNIEDLSQAIAYUS 217
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SLGQEKSGEK QEEAWNG LWDMGED . IENIEDLSQIAIAUS RISGASDIHFEPYERNKIYRVRIS 217
NTDB id 1251 GC085 RS07725 WP 011946523.1 KESQ. . .G S YVEDSG EGLEISADDEDQDIDTATSVT P VKF NK L DA RMNGASDIHFEPYEIA®YR R 226
NTDB id 1110 NGFG RS09235 WP 003689817.1 STSL. .. .QEEEESHTL. YI.NEEA lPVE FIKLDA RGASDIHFEYER R 207
NTDB id 188361 BSY239 RS15050 WP 069047505.1 VAET.... DN I FEFDEASTETVVTDANDKASEV PVVKF BIK L DAIGWAIIASD HFEPYERWNYRVR 229
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ..ES. .SFBFN. FDLD DGPTAQEDEE INJA[DE P VK INK L DA RWIGASD HFEPYENSIYRVR 221
NTDB id 1018 ACIAD RS01685 WP 004920473.1 .ET. HFNFD DLD DPHTT.DDDE INORYDE P VK INK L DA RRNSJASD HFEPYER®IYRVR 221
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NTDB id 1028 TT RS08215 WP 011173991.1 A R 620
NTDB id 1306 DR RS10060 WP 027479822.1 R 617
NTDB id 1168 A1552VC RS11070 WP 000957200.1 R . 296
NTDB id 1293 VP RS12240 WP 005479695.1 R PQDGRIKLK NINMEYA IDNWIRVSTLPTLFGEKIVLRLLDSSSAR 296
NTDB id 1401 DSB67 RS12665 WP 010643259.1 R PQDGRIKLK NINMMYA IDWIRVSTLPTLFGEKIVLRLLDSSSAJA 296
NTDB id 1251 GC085 RS07725 WP 011946523.1 R PQDGK QlSIN. S AIDFRVST.PT-GEK V R G 305
NTDB id 1110 NGFG RS09235 WP 003689817.1 R PQDGR TFQ GG I DFRVSTLPTLFGEK V R N 287
NTDB id 188361 BSY239 RS15050 WP 069047505.1 R PQDGR KLK (¢ WIDFRVSTLPTLFGEKIV R G 308
NTDB id 1058 ABD1 RS01615 WP 001274986.1 R PQDGRIKLK FSK@S AIDFRV)y LPTLFGEK VLR G 300
NTDB id 1018 ACIAD RS01685 WP 004920473.1 R PQDGRIKLK BKEMS WIDFRVN| LPTLFGEKIVLR G 300
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NTDB id 1028 TT RS08215 WP 011173991.1 700
NTDB id 1306 DR RS10060 WP 027479822.1 VNREMG TFA 697
NTDB id 1168 A1552VC RS11070 WP 000957200.1 TGPTGSGKTVSLYTGLILNT NISTAEDPVEINLBGINQV V PK GFA 376
NTDB id 1293 VP RS12240 WP 005479695.1 L TGPTGSGKTVSLYTGLNILNIA4P NISTAEDPVEINLSGINQV V PK Gi3J 376
NTDB id 1401 DSB67 RS12665 WP 010643259.1 L TGPTGSGKTVSLYTGLILNP NISTAEDPVEIMLPGINQV V PK Gl 376
NTDB id 1251 GC085 RS07725 WP 011946523.1 L TGPTGSGKTV LYT LNILNTM NISTAEDPVEIJY PGINQV NPK GLTF 385
NTDB id 1110 NGFG RS09235 WP 003689817.1 L TGPTGSGKTVSLYT@LNILNTI® NI TAEDPREINLPGINQV V RIGLTFA 367
NTDB id 188361 BSY239 RS15050 WP 069047505.1 IL, TGPTGSGKTVSLYTLNILNP NISTAEDPSJEINLPG NQV V IN\GLTFA 388
NTDB id 1058 ABD1 RS01615 WP 001274986.1 L TGPTGSGKTVSLYTGLNILNTISSINISTAEDPVEINLIAGINQV VNPK GLTFA 380
NTDB id 1018 ACIAD RS01685 WP 004920473.1 L TGPTGSGKTVSLYTGLNILNTI®H¥ANISTAEDPVEINLJXG NQV VNPK GLTFA 380
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