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NTDB id 188348 BSY238 RS13400 WP 069039582.1 MFGFFKKDKAA...............................................................APDA.. 15
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 188348 BSY238 RS13400 WP 069039582.1 ...........SDAAPAAPAVVAAQDSAPAADAPKLSWAQRLRAGLSRTRAQIGGQLNALFLRTKVDDELLEELETLLIT 84
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
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NTDB id 188348 BSY238 RS13400 WP 069039582.1 SDVGMDATTHLLDRLRDRVKRERIEEPAKLRDVLREELTRLIAPLEKPLDVD.AHKPFIIMIAGVNGAGKTTSIGKLAKY 163
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
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logo FQASQGKSVLLAAGDTFRAAAREQLEQASWGAGRNNVATVIASQDTSTGDPSAAVCVFDAVNQAAKRARGIDIVLADTAGRLPTQLHLMEE I
NTDB id 188348 BSY238 RS13400 WP 069039582.1 FQSQGKSVLLAAGDTFRAAAREQLESWGARNNVAVIAQDSGDPAAVVFDAVNAARARGIDIVLADTAGRLPTQLHLMEEI 243
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
consensus !! !!!!!!!!!!!!!!!!!!!!! !!*!!!! !! ! *!!*!!!*!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!
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NTDB id 188348 BSY238 RS13400 WP 069039582.1 AKVKRVIAKADPTGPHEVLLVLDGNIGQNALAQVKAFDAAIGVTGLIMTKLDGTARGGVIAAIAKQHAPSRPIALRYIGV 323
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALA....SDRPVPVRYIGV 396
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NTDB id 188348 BSY238 RS13400 WP 069039582.1 GEGLDDLQPFNAAEFVDALFEPPRSL 349
NTDB id 1118 NGFG RS11455 WP 003696286.1 GEGIDDLRPFDARAFVDALLD..... 417
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