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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ....MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYP 76
NTDB id 188334 BSY238 RS04330 WP 069038058.1 MERRRSQLELKVLVVDDEDDLRELIDMSLARMGLHASLAGTVAQARDFLAREQFALCLTDMRLPDGEGMDLVRHIAEHHR 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ......MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHP 74
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 NTPIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKK 156
NTDB id 188334 BSY238 RS04330 WP 069038058.1 DLPVAVITAYGSMDNAVAALKAGAFDYLAKPVSIEQLRALVRSALDLPGRNAA..SPAQGADALVGDAPALVHVRDMITK 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QTPVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAE...EAPVDNRLLGESPPMRALRNQIGK 151
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VNCGAIPESTTELVMESELFFGYHTKKGASFTGADITAEQDRKEQGHL IFLQSAAHKSGGSTL
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSL 236
NTDB id 188334 BSY238 RS04330 WP 069038058.1 LARSSAPVNIQGESGSGKERAARLIHELGARRAGPFIAVNCGAIPETLVESEFFGYTKGAFTGADADREGHFQAAKGGTL 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTL 231
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 FLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGE 316
NTDB id 188334 BSY238 RS04330 WP 069038058.1 FLDEVGDLPLSMQVKLLRAIQEKSVRRVGARSEESTDIRLISATHRNLKQMVDDGRFRQDLFYRLNVLELRMPSLRECRE 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 FLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERRE 311
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 DVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFAS 396
NTDB id 188334 BSY238 RS04330 WP 069038058.1 SIPQLAQTLLDRIAAPDHA.HPVLTRAAIDALCAYPFPGNVRELENVLERAYALSAEAQIDAADLGLMPADDDAP..... 392
NTDB id 1473 PAKAF RS24000 WP 003094694.1 DIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQEG... 388
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AAQS IQTTVAAPQAVADKSKLPALSEGPEISDELGNPLQERDYLDEDNRMIEKRADKAILLI ELMDNQALENREKMTHRYWNRTLAAAKQRKLRLGLMVTFRSMLRYRLQKRKFLGLINDETETEQEV
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 188334 BSY238 RS04330 WP 069038058.1 ..............ADPAGELPLQDYLDRMERAAIEDALRKTRYNRTAAARLLGVTFRSLRYRLQRLGINE...... 449
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .............AASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
consensus ** * !**!!* *!* ****!! !**!!!*!!**!!*!!!!*!!!!***!**

X non conserved

X similar

X ≥ 50% conserved


