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NTDB id 1094 KZH42 RS01320 WP 002224767.1 ......MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAALIRHKQALEAWRNAEKRALARQAAEAAL 74
NTDB id 1089 NMB RS00600 WP 002224767.1 ......MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAALIRHKQALEAWRNAEKRALARQAAEAAL 74
NTDB id 1120 NGFG RS10355 WP 020997408.1 ......MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPAEQVAPAVRHKHALEAWRNAEKRALARQAAEAAL 74
NTDB id 1122 OK783 RS09595 WP 003705341.1 ......MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPAEQVAPAVRHKHALEAWRNAEKRALARQAAEAAL 74
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ........MTHLTKLLALLQVPQLGAQRIGRLLSEVDFGEF.CQYDKTALKQMGWNERQIQRWFNPEH.....KWIDQAL 66
NTDB id 1361 HI 0985 AAC22646.1 .......MNDITYTLLRLMQVPKLGGVGIDKILSNITLNEL.LNYDDVAFRQMGWGAIQIRRWFKPEA.....KFIEPAL 67
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ........MNNLQPLLALNRMKRIGPRTVLKLQKRWPDLNLMFQLSSVDLEEAGLPSWLAQTIKNFDP.....DFIKTDL 67
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ......MKDQDLAAWLALCFTPKLGSKTISHLLATRLPAQL.QSFTPKQWLACGLKPEQLVFLTTQAA.....KQAEQCL 68
NTDB id 188169 VSVS05 RS13445 WP 065545885.1 MIVESNESDLDLIAWLTLYFTPRLGPKGMSKLLSKASATQL.VTYDPPQLLALGLTEAQVRSIQQPNQ.....LYLMQCL 74
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ...MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDTPSNI.VQYSTEQLQLLGLTAKQLQAWSQVD......KEVDACL 70
consensus *********! ! *** *!* ********* *** *** *** ** ** **** * ****!

logo

N
T
V
Q
EWARSVLEAEHQSMKQSARASNSTEDEHQNGNQRHCQYHRI

L
I
V
L
M
N
L
T
P
W
Y
L
A
D
H
F
Q
C
S
D
A
P
E
F
S
Y
L
D
F
YPARFPEMLLTKEQTGINVASLDASTFSPAPAFP I

L
VLYFAILVEKRGDIENAWLVKTEQRSCSALVLPTSHDLKQRPAQSLMVIAALMIVGSRDYNHCYASTHITVPTYDQAGNRELMEHNYQRHNWITAGRKAQTHDFSAGSAKTRDSAE I

L
A
S
V
G
K
L
R
Q
G
A
S
H
K
D
Q
G
F
V
I
L
A
I
S
T
V
P
I
T
V
T
VSG

NTDB id 1094 KZH42 RS01320 WP 002224767.1 EWEMR.DGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVVSG 153
NTDB id 1089 NMB RS00600 WP 002224767.1 EWEMR.DGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVVSG 153
NTDB id 1120 NGFG RS10355 WP 020997408.1 EWEMR.DGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTVSG 153
NTDB id 1122 OK783 RS09595 WP 003705341.1 EWEMR.DGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTVSG 153
NTDB id 1388 A4U84 RS04945 WP 062924099.1 QWAEQ.DQQQILTLFDEDYPFLLKQISTAPPVLFVRGNVESLSLPQIAIVGSRDYSHYGEHWAGHFSAELVKHQLAVTSG 145
NTDB id 1361 HI 0985 AAC22646.1 VWSQK.EGNHLVNYFSPFYPFLLKQTASFPPLLFVKGNLTALSQRQMAMVGSRYCTTYGEYWAKHFATELSLAGFTITSG 146
NTDB id 1250 GCO85 RS13065 WP 027219989.1 NWLSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSREISRHGVSIVSG 147
NTDB id 1152 A1552VC RS00200 WP 000654772.1 QWRSAANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAVHDPAVAIVGSRNASVDGRQIARQFATELAQSGLVVTSG 148
NTDB id 188169 VSVS05 RS13445 WP 065545885.1 EWLHASTEHHIITLQSESYPPLLKQISAPPAVLFVKGDLKALHQPQIALVGSRHASIDGLNNAKHFAAALVQHGLVVTSG 154
NTDB id 1399 DSB67 RS15600 WP 010645755.1 TWVAASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQHDLIVTSG 150
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 MASGIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTL 232
NTDB id 1089 NMB RS00600 WP 002224767.1 MASGIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTL 232
NTDB id 1120 NGFG RS10355 WP 020997408.1 MASGIDTAAHQGALEAEGGTIAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTL 232
NTDB id 1122 OK783 RS09595 WP 003705341.1 MASGIDTAAHQGALEAEGGTVAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTL 232
NTDB id 1388 A4U84 RS04945 WP 062924099.1 LAIGIDGFCHQRAANENGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENFPRRNRIISGLSLGTL 225
NTDB id 1361 HI 0985 AAC22646.1 LALGIDGHCHQAVVNIQGQTIAVLGSGLEQIYPSKHQRLSAQIIENNGALVSEFLPNQAPIAANFPRRNRIISGLSVGTL 226
NTDB id 1250 GCO85 RS13065 WP 027219989.1 LALGIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITE.NGLLLSEFPLKSPPIAGHFPLRNRIISGLSLCIL 226
NTDB id 1152 A1552VC RS00200 WP 000654772.1 LALGIDGYAHDGALQAQGQTVAVLGSGLAQVYPKQHQGLAERIIA.QGALVSEFAPHTPPKADHFPRRNRIISGLSLGVV 227
NTDB id 188169 VSVS05 RS13445 WP 065545885.1 LALGIDGYAHDGALTAKGKTIAVLGCGLEHVYPARHRKLAARVVQ.NGALVSEFHPRTLPKASNFPRRNRIISGLSLGVL 233
NTDB id 1399 DSB67 RS15600 WP 010645755.1 LALGIDGHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVAE.NGALVSEFRPDAKPRAENFPRRNRIISGLSLGVL 229
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 VVEAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASSYSINKGIPE 312
NTDB id 1089 NMB RS00600 WP 002224767.1 VVEAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASSYSINKGIPE 312
NTDB id 1120 NGFG RS10355 WP 020997408.1 VVEAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASSYSINKDTPD 312
NTDB id 1122 OK783 RS09595 WP 003705341.1 VVEAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASSYSINKDTPD 312
NTDB id 1388 A4U84 RS04945 WP 062924099.1 VIEATVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAIAWQRQSVHIQ.....PSL.F 299
NTDB id 1361 HI 0985 AAC22646.1 VVEATEKSGSLITARYALEQNREVFAVPGNIQNKSSQGCHRLIKQGAMLVENAKDILETLYQHS..IHSQ.....TEIDF 299
NTDB id 1250 GCO85 RS13065 WP 027219989.1 VIEAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQFTSN.....KPI.. 299
NTDB id 1152 A1552VC RS00200 WP 000654772.1 VVEAAEKSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELKNALTWSLSE.....QVP.. 300
NTDB id 188169 VSVS05 RS13445 WP 065545885.1 VVEAAEKSGSLITARYAAEQGREVFAIPGSIQVPQARGCNSLIQQGACLVQSEQDVLNEIDTLLRWSNIN.....KPL.. 306
NTDB id 1399 DSB67 RS15600 WP 010645755.1 VVEAAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLDWSINQ.....S.L.. 301
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 KRITAVQTASDQLS.LPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGR 391
NTDB id 1089 NMB RS00600 WP 002224767.1 KRITAVQTASDQLS.LPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGR 391
NTDB id 1120 NGFG RS10355 WP 020997408.1 TGRRTVQTAY..AP.PPAAKMPSEGAAGGTAVGGILDKMGFDPIHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGR 389
NTDB id 1122 OK783 RS09595 WP 003705341.1 TGRRAVQTAY..AP.PPAAKMPSEGAAGGTAVGGILDKMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGR 389
NTDB id 1388 A4U84 RS04945 WP 062924099.1 DT.....KP..KQAVKSEPKFAKNLPELTACQQQLFEQISLEPISVDDLAKATDMAVETALIELLNLELLGVVKQVRGGY 372
NTDB id 1361 HI 0985 AAC22646.1 DQ.....IAVPNYTPPPDPR...RL.VEAPSHPKLYSRIGYTPVSIDDLAEEFNLSVDVLLVQLLDLELQDLIISENGLY 370
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ..........FSLA..........S.....GKENLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGY 354
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ..........YQATLFSA.....VQSDEELPFPELLANVGIEATPIDILASRTQIPVQDIMMQLLELELLGHVVAVPGGY 365
NTDB id 188169 VSVS05 RS13445 WP 065545885.1 ..........MQIEHSLE.....KEQKEQLPFAKLLANVGAEVTPVDILAQRTNIPVQEVMMQLLELELSGHVVAVSGGY 371
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ..........DLF...SA.....PIDEEELPFPQLLANVGNEATPVDILASRTNIPVQEVMMQLLELELSGHVVAVSGGY 363
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 YQRIRT.. 397
NTDB id 1089 NMB RS00600 WP 002224767.1 YQRIRT.. 397
NTDB id 1120 NGFG RS10355 WP 020997408.1 YQRIRT.. 395
NTDB id 1122 OK783 RS09595 WP 003705341.1 YQRIRT.. 395
NTDB id 1388 A4U84 RS04945 WP 062924099.1 VIT..... 375
NTDB id 1361 HI 0985 AAC22646.1 KRV..... 373
NTDB id 1250 GCO85 RS13065 WP 027219989.1 IRCEYER. 361
NTDB id 1152 A1552VC RS00200 WP 000654772.1 IRKGRG.. 371
NTDB id 188169 VSVS05 RS13445 WP 065545885.1 IRKGRGKL 379
NTDB id 1399 DSB67 RS15600 WP 010645755.1 IRKGRG.. 369
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