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KRLVNTFTMATMKDVAQLAGVSTATVSRALMNPEKVSSASTRKRVEEDAVLEAGYSPNSLARNLRRNESKTI IVTA

NTDB id 1290 VP RS01235 WP 254894148.1 ...MTSSWQKFERLNTMATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEDAVLEAGYSPNSLARNLRRNESKTIVT 77
NTDB id 188166 VSVS05 RS12775 WP 257784174.1 MAKALPPKELTKRVTFMATMKDVAQLAGVSTATVSRALMNPEKVSSATRKRVEDAVLEAGYSPNSLARNLRRNESKTIIA 80
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 ................MATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEEAVLEAGYSPNSLARNLRRNESKTIVA 64
consensus ** !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!**

logo I IVPDICDPYYFTSE I IRG I EDAAMEHGYI
LVLLGDSGQQKKRRESNSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMA

NTDB id 1290 VP RS01235 WP 254894148.1 IVPDICDPYFSEIIRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMA 157
NTDB id 188166 VSVS05 RS12775 WP 257784174.1 IIPDICDPYYTEIIRGIEDAAMEHGYIVLLGDSGQQKRRENSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMA 160
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 IVPDICDPYFSEIIRGIEDAAMEHGYLVLLGDSGQQKRRENSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMA 144
consensus !*!!!!!!!**!!!!!!!!!!!!!!!*!!!!!!!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo CEFAPELELPTVHIDNLTSAFEVAVNYLTQLGHKR IAQI SGPDEQHTAATVLCQFRHQQGYQQALRRAGI STKMDNPQTYCSVTI
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NTDB id 1290 VP RS01235 WP 254894148.1 CEFAPELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGPDTAVLCQFRQQGYQQALRRAGISKDPQYSVITEFSFDGG 237
NTDB id 188166 VSVS05 RS12775 WP 257784174.1 CEFAPELELPTVHIDNLTSAFEVVNYLTQLGHKRIAQISGPETATLCQFRQQGYQQALRRAGITMNPTYSTFGEFTFEAG 240
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 CEFAPELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGPQHAALCQFRHQGYQQALRRAGITMNPTYCTFGDFTFEAG 224
consensus !!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!**! !!!!!*!!!!!!!!!!!!***!*!*****!*!**!

logo AKAVRKQLLEALPEQPPTAI FCHCNDATMAIGAIQEAKRLGLRVPQDLSVVGFDDINQFAQYCDPPLTTI SQPRYE IGRQAMLMML
NTDB id 1290 VP RS01235 WP 254894148.1 AKAVRKLLELPEPPTAIFCHCDTMAIGAIQEAKRLGLRVPQDLSVVGFDDINFAQYCDPPLTTISQPRYEIGRQAMLMML 317
NTDB id 188166 VSVS05 RS12775 WP 257784174.1 AKAVRQLLALPEPPTAIFCHNDAMAIGAIQEAKRLGLRVPQDLSVVGFDDIQFAQYCDPPLTTISQPRYEIGRQAMLMML 320
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 AKAVRQLLALPEQPTAIFCHNDTMAIGAIQEAKRLGLRVPQDLSVVGFDDIQFAQYCDPPLTTISQPRYEIGRQAMLMML 304
consensus !!!!!*!!*!!!*!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ELLKRGHDVHRSAGSRLLETQKLVVREGKSAAPPQRSAKRAKL
NTDB id 1290 VP RS01235 WP 254894148.1 ELLKGHDVHSGSRLLETKLVVRGSAAPPQRA 348
NTDB id 188166 VSVS05 RS12775 WP 257784174.1 ELLRGHDVRAGSRLLETQLVVRKSAAPPRAL 351
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 ELLRGHDVRAGSRLLETKLVVRESAAPPSKK 335
consensus !!!*!!!!**!!!!!!!*!!!! !!!!! *
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