
logo

MQFIMKATLTKRFIL IVMKTATLWI IMSFLVLVTSFLCGLALVIPAILTVFMVILVAPMSFLPMSLVASFLSWNQAEANEKETDKNPAQPTTXAKQTAQSVVTTQAETADPQTAKVAKPQYEAVEVLGVI SEKVDGIKTLIVNLVINSTADTSVAQSYESE I
L
Q
T
A
K
G
T
M
S
L
F
L
I
T
KGIGAEKLKRKAEQDSAI

NTDB id 1272 LPP RS04360 WP 010946546.1 ..MKARLIAILLSF..IVIPFSSQAENEPQK............TPAKQVLVKGKINLNTADVYSLTGSFKGIGKKRAEAI 64
NTDB id 1249 GCO85 RS04230 WP 010946546.1 ..MKARLIAILLSF..IVIPFSSQAENEPQK............TPAKQVLVKGKINLNTADVYSLTGSFKGIGKKRAEAI 64
NTDB id 1362 HI 1008 AAC22669.1 ..MKTLF..TSVVLCGALVVSSSFAEEKATXQTAQSVVTTQAEAQVAPAVVSDKLNINTATASEIQKSLTGIGAKKAEAI 76
NTDB id 187683 vm RS05335 WP 070381571.1 MQFKTTLMAILLSLCLPAMPMLVSAEETNPT............AQT.EEGIVITVNVNTASAEELATLLKGIGLKKAQAI 67
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTKIVTLFLSLCLPTLPLLANAEETAPA............AQV.EEGIVITVNINTASAEELATLLKGIGLKKAQAI 67
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTKIVTLFLSLCLPTLPLLANAEETAPA............AQV.EEGIVITVNINTASAEELATLLKGIGLKKAQAI 67
NTDB id 1294 VP RS04495 WP 021449594.1 .......MKWILTLCLVVFAPLSLA.A.DTK............ADK.YEGIEITVNINTASAEEIATMLKGIGEKKAQSI 58
NTDB id 1395 DSB67 RS04445 WP 010649155.1 .......MKWMLTLCLLILAPMSWA.ETKTK............ADK.YEGIEITVNVNSATAQEIATLLIGIGEKKAQDI 59
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NTDB id 1272 LPP RS04360 WP 010946546.1 IAYRENHQGFKSLEELAEVKGIGQRFVDKNREKLKEIFVIN 105
NTDB id 1249 GCO85 RS04230 WP 010946546.1 IAYRENHQGFKSLEELAEVKGIGQRFVDKNREKLKEIFVIN 105
NTDB id 1362 HI 1008 AAC22669.1 VQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF..... 112
NTDB id 187683 vm RS05335 WP 070381571.1 VDYREANGPFISIDDLTNVKGIGEATVRNNATRILL..... 103
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 VDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL..... 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 VDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL..... 103
NTDB id 1294 VP RS04495 WP 021449594.1 VDYRTEHGPFKTAADLTNVKGIGEATIKKNEDRILL..... 94
NTDB id 1395 DSB67 RS04445 WP 010649155.1 VEYRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL..... 95
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