
logo MF
LRTFLLYGCLLNI

L
I
L IPSLVLALDKSMS IVFYPLP IQEQGKRVIVAQNLYLGNSDGGIWVHDVHGKVMYFDGQNI

VLPRRGSVLPQLTSSH
NTDB id 187680 vm RS04540 WP 070381500.1 MLRTFLYGCLLNLIIPSLVLALDKSMSVFYPLPIQEQGRVIVAQNLYLGNDGGIWVHDVHGKVMYFDGQNILPRRGSVLPQTSSH 85
NTDB id 1151 GTF74 RS04205 WP 001911421.1 MFRTLLYGCLLNILIPSLVLALDKSMSIFYPLPIQEQGKVIVAQNLYLGSDGGIWVHDVHGKVMYFDGQNVLPRRGSVLPQLSSH 85
consensus ! !! !!!!!!!**!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!*!!!!!!!!!! !!!

logo IVYANSAFWATFEQHELFRTYPGGKEPKRELMI
LSLTPGTQI INQMGASNGMIWMTVDGSENFYSYE IRSGR I

V
E
NSLSLHELYQLNSASAKVVIN

NTDB id 187680 vm RS04540 WP 070381500.1 IVYANSAFWTFEQHELFRTYPGKPKELMISLTPGTQINQMGASNGMIWMTDSENFYSYEIRSGRINSLSLHELYQLNSASAVVIN 170
NTDB id 1151 GTF74 RS04205 WP 001911421.1 IVYANSAFWAFEQHELFRTYPGGERELMLSLTPGTQIIQMGASNGMIWMVDGENFYSYEIRSGRVESLSLHELYQLNSASKVVIN 170
consensus !!!!!!!!! !!!!!!!!!!!! **!!!*!!!!!!!! !!!!!!!!!!! ! !!!!!!!!!!!!* !!!!!!!!!!!!!! !!!!

logo DAQFYLMVSKWALATNVGVYLSDEEHQGFAHVKKNSGKHSFYIQKLYFSHKRRELLVGSKHRGAI
LV I

VDI ENKRPTLPLPDEKR IGSSHVLS IAETEKE
NTDB id 187680 vm RS04540 WP 070381500.1 DAQYMVSKWALATNVGVYLSEEHGFAHVKKSGKSYIQKLYFSHKRRELLVGSKHGAIVVDIENKRTLPEKIGSSHVLSIAETEKE 255
NTDB id 1151 GTF74 RS04205 WP 001911421.1 DAQFLVSKWALATNVGVYLSDEQGFAHVKNSGKHFIQKLYFSHKRRELLVGSKRGALVIDIENKRPPLDRIGSSHVLSIAETEKE 255
consensus !!!**!!!!!!!!!!!!!!!*!*!!!!!! !!!**!!!!!!!!!!!!!!!!!!*!!*!*!!!!!!*****!!!!!!!!!!!!!!!

logo YWI
VGTEDGLFYVYSFI ITGKI

VVQLESNNQSDGDGYATLLGKRKIYAMVNDFQGGMWIAGTDKGI FYYSLFGQQFTRYAPAQATLSNDGNSEKATKP I
L
G
SK

NTDB id 187680 vm RS04540 WP 070381500.1 YWVGTEDGLYVYSIITGKVVQLESNNSGDYTLLGRKIYAMVNDFQGGMWIATDKGIFYYSLFGQQFTRYAAQTLSNDGNEAKLSK 340
NTDB id 1151 GTF74 RS04205 WP 001911421.1 YWIGTEDGLFVYSFITGKIVQLESNNQDGYALLGKKIYAMVNDFQGGMWIGTDKGIFYYSLFGQQFTRYPAQALSNDGSKTPIGK 340
consensus !!*!!!!!!*!!! !!!!*!!!!!!! ! !!!*!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!! !!!!! ** !

logo

I
P
A
KALNSADGDGYLAITAQQGLYNSFNFSDELRKHL IYPGEKI

VNDFVIASGQDEHNLVWIATEKKGL IVRYNLNSRRS IVDTPNQLPLPSLLQTAE I
V
D
QHLSTLMD

NTDB id 187680 vm RS04540 WP 070381500.1 PKALNSAGGYLAITQQGLYSFNFSDELRKHLIYPGEINDFVISGDNVWIATKKGLIRYNLNRRSVDTPQLPLSLLQTEVDHLTMD 425
NTDB id 1151 GTF74 RS04205 WP 001911421.1 IAALNSDGDYLAITAQGLYNFNFSDELRKHLIYPGKVNDFVIAQEHLWIATEKGLVRYNLSRRSIDTPNLPLPLLQTAIQHLSLD 425
consensus * !!!! ! !!!!! !!!! !!!!!!!!!!!!!!! *!!!!! ***!!!! !!!*!!!! !!!*!!!*!!!*!!!! * !!**!

logo

R
S
D
NGNLWGSTSDSHYQIWSFYSLPKSDEKQNTYRTDYGSEWMVKAKFSPSR ITLLAAVEKDKGIV IGTEHGAYSLFLEGKQIRFDFASSHRYGE I ILQAVAVEDAS

NTDB id 187680 vm RS04540 WP 070381500.1 RNGNLWGSSSHQIWSFSPKDQTYTDYGSEWMVKKFSPSRITLLAAVEKGIVIGTEHGAYSLFGKQIRFDFASHRYGEIIQAVEDA 510
NTDB id 1151 GTF74 RS04205 WP 001911421.1 SDGNLWGTSDYQIWSYSLSEKNYRDYGSEWMVKAFSPSRITLLAAVKDGIVIGTEHGAYSLLEKQIRFDFSSHRYGEILQVAEDS 510
consensus !!!!!*! *!!!!*!* * ! !!!!!!!!! !!!!!!!!!!!! !!!!!!!!!!!!! !!!!!!! !!!!!!!*! !!

logo

D
S
G
RHIWLVVGSYGVFQRWRKDQPYEATVPTVEL I EENIQPLC IAESKQGMWL IVSSTKGI SYYHRLNQGEQLNTKHFGAPYGL IVSNEFLSASSCAVGEG

NTDB id 187680 vm RS04540 WP 070381500.1 DRHIWVVGSYGVFRWRKDQYEATPVELIEENIQPLCIAESKQGMWLVSSKGISYYHLQGQLNKHFGAPYGLVSNEFLSSSCAVGG 595
NTDB id 1151 GTF74 RS04205 WP 001911421.1 SGHIWLVGSYGVFQWRKDQPEAVTVELIEENIQPLCIAESKQGMWLISTKGISYYRNQ.ELTKHFGAPYGLISNEFLSASCAVGE 594
consensus !!!*!!!!!!! !!!!!*!! *!!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!* !* ! !!!!!!!!!*!!!!!! !!!!!



logo EQDGNSSSL I IGSQFLGVVKATNTEELAVSNLVPNIQVMTFSQVSVNHSTTKLLGYRMPSEPLKIAYGDAS I SFQFGALPSSRNSQSLEYKLNDDE
NTDB id 187680 vm RS04540 WP 070381500.1 EQGSSSLIIGSQLGVVKANTEELAVSNVPNIQVMFSQVSVNHSTKLLGYRMPEPLKIAYGDAISFQFGALPSSRNQSLEYKLNDD 680
NTDB id 1151 GTF74 RS04205 WP 001911421.1 EQDNSSLIIGSQFGVVKTNTEELAVSNLPNIQVTFSQVSVNHTTKLLGYRMSEPLKIAYGDSISFQFGALPSSRSQSLEYKLNDE 679
consensus !! !!!!!!!! !!!! !!!!!!!!!*!!!!! !!!!!!!!*!!!!!!!!*!!!!!!!!! !!!!!!!!!!!! !!!!!!!!!*

logo

P
Q
H
QWQRFDWALLNFDQLLPGKYRLKRVRSANPTQRYRTEATLFDFEVLQPWYMTPS IMAI

LVGYVLVSLVFLGSLVLALAFLWWRTRMI
M
L
V
A
K
A
VNRKLK

NTDB id 187680 vm RS04540 WP 070381500.1 PHWQRFDWALLNFDQLLPGKYRLRVRSANPTQRYRTETLFDFEVLQPWYMTPMAIVGYVVSLFSVLALAFWWRTRMMVKVNRKLK 765
NTDB id 1151 GTF74 RS04205 WP 001911421.1 QQWQRFDWALLNFDQLLPGKYRLKVRSANPTQRYRTEALFDFEVLQPWYMTSIALVGYVLSVLGLLALALWWRTRMILAANRKLK 764
consensus **!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!! !!!!!!!!!!!!!**!*!!!!*!* *!!!! !!!!!!** !!!!!

logo AQVDELKTSQLRHQSKIVLSNNHQLRKQLQLHHNTI LGKNVLDEGNI
VDAPLSLRHLSSYAKVRAGWSEFDEAIPFCNKVKQELAQLHFMHRGDEVDEE

NTDB id 187680 vm RS04540 WP 070381500.1 AQVDLKTSQLRHQSKIVLSNNHQLRKQLQLHHNILGKVLEGVDPLLRHLSSYAKVRGWSEFDIPFCKVKQELAQLHFMHRGDVEE 850
NTDB id 1151 GTF74 RS04205 WP 001911421.1 AQVELKTSQLRHQSKIVLSNNHQLRKQLQLHHTILGNVLDNIDASLRHLSSYAKVRAWSEFEAPFNKVKQELAQLHFMHRGDEDE 849
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!* *!* !!!!!!!!!!!*!!!!* !!*!!!!!!!!!!!!!!!! *!

logo SKYHDLHLL I ESALKSWQEEYSKAAL IKQLTYSGEPTRF IVEVRQFNLDVLFNAVLTDAIKRLYKHQELNTIQRLDE I
VRDNAHQAVI

V
I
VFSDFYGA

NTDB id 187680 vm RS04540 WP 070381500.1 SKYHDLHLLIESALKSWQEEYSKAAIQLTYSGETRFIEVRQFNLDVLFNAVLTDAIKRLYKHQELNIRLDIRDAHAVVIFSDYGA 935
NTDB id 1151 GTF74 RS04205 WP 001911421.1 SKYHDLHLLIESALKSWQEEYSKALIKLTYSGEPRFVEVRQFNLDVLFNAVLTDAIKRLYKHQELTIQLEVRNAQAVIVFSDFGA 934
consensus !!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !**! !*!!**!!!*!!

logo P I EQNIDEKSTVMQVNTLSTGYGSASYPLEQELVI
TRSGGEVLHRVFLALKQERNI

V
I
VELAWPLATLAPELEPTFIHKKSPDEEGSEQSADAVKPVGS IDAEVDEKEWLSKI

VEKL
NTDB id 187680 vm RS04540 WP 070381500.1 PIENIESVQVNLTGYGAYPLQELVTRSGGELRVFALQERNIVELAWPLATLAELEPFKS.DESESDVKPSIDAVDKEWLSKIEKL 1019
NTDB id 1151 GTF74 RS04205 WP 001911421.1 PIQNIDKTMVTLSG.SSYPLEELVIRSGGVLHVLALKERNVIELAWPLATLPELETIHKPEEGEQAAKVGIDEVEKEWLSKVEKL 1018
consensus !! !!* ! !*!* !!! !!! !!!! !*! !! !!!**!!!!!!!!!*!!!* * **! ! !* !! !*!!!!!!*!!!

logo I ELQHNYSDPNFTTSSTAAKQASLFYVSERSLQRRFKAAVTGKTFKESLNEVRLEKACQSLLASGATKIAQAVAFDCGFNDPSYFSQRFKHHFGL
NTDB id 187680 vm RS04540 WP 070381500.1 IEQNYSDPNFTTSSAAKSLFVSERSLQRRFKAVTGKTFKESLNEVRLEKACQSLLAGTKIAQAAFDCGFNDPSYFSQRFKHHFGL 1104
NTDB id 1151 GTF74 RS04205 WP 001911421.1 IELHYSDPNFTTSTAAQALYVSERSLQRRFKAATGKTFKESLNEVRLEKACQSLLSGAKIAQVAFDCGFNDPSYFSQRFKHHFGL 1103
consensus !! *!!!!!!!!!*!! !*!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!! ! !!!! !!!!!!!!!!!!!!!!!!!!!!

logo SPSQF I EDQREAN
NTDB id 187680 vm RS04540 WP 070381500.1 SPSQFIEDREA 1115
NTDB id 1151 GTF74 RS04205 WP 001911421.1 SPSQFIEDQEN 1114
consensus !!!!!!!! !



X non conserved

X similar

X ≥ 50% conserved


