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NTDB id 187679 vm RS02865 WP 070381371.1 MKAYKNKLQKGFTLIELMIVVAVIGVLAAIAVPQYQNYVAKSELGAGLASVTSVRTNVENYVVTNGAFPDGTTND..QKP 78
NTDB id 1184 GTF74 RS02335 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGT..AAG 78
NTDB id 1167 A1552VC RS11065 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGT..AAG 78
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGT..AAG 78
NTDB id 1038 H0N27 RS01510 WP 000993725.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNEGAVPT..........K 65
NTDB id 1292 VP RS12235 WP 005479693.1 MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENG........IAAAAT 72
NTDB id 1192 PAKAF RS23870 WP 024947914.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGTEDATKK 75
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DGASTGAEPGDKQTLI LKTLYTCFKDTFLMTAADGKAGADNGNSSGPDSKVNIVADKNSGTSAGKS IKVLIAETQFLLATVRRSTDATVATDNGAGSLWKSTCKLTVSPSTDTAQVDPTKEKTSADQELFI ILAVPDKSGCSTKTADGTA

NTDB id 187679 vm RS02865 WP 070381371.1 .EDLGVVQP.GNADITFVKNK.......EQILLTFKTAGNSPDINTAKLA.LVR.VNGSWSCKTTVTKKDLLPKSCTTDA 147
NTDB id 1184 GTF74 RS02335 WP 000649326.1 FTRLGTVEDMGDGKIVIAPTASGAL..GGTIKYTFDA....GVVSSSKIQLARD.ANGLWTCSTTVT.SEIAPKGCTAGA 150
NTDB id 1167 A1552VC RS11065 WP 000649326.1 FTRLGTVEDMGDGKIVIAPTASGAL..GGTIKYTFDA....GVVSSSKIQLARD.ANGLWTCSTTVT.SEIAPKGCTAGA 150
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 FTRLGTVEDMGDGKIVIAPTASGAL..GGTIKYTFDA....GVVSSSKIQLARD.ANGLWTCSTTVT.SEIAPKGCTAGA 150
NTDB id 1038 H0N27 RS01510 WP 000993725.1 LSDVGFTAATSSVCATYSIDAFTETDGAGKIT..CTLKG.NPKIATKIVELTRS.TDGAWTCVSDVP.TEFLPKGCTAGT 140
NTDB id 1292 VP RS12235 WP 005479693.1 LAQLGVDVAANDLGAIDSA....LAGGSPTLT..FTFDAD.SSIDGGILTFTRDAAT.GWSCLPTAP..AIAVDGCS... 139
NTDB id 1192 PAKAF RS23870 WP 024947914.1 EVPLGVAADANKLGTIALK..PDPADGTADITLTFTMGGAGPKNKGKIITLTRTAADGLWKCTSDQD.EQFIPKGCSK.. 150
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NTDB id 187679 vm RS02865 WP 070381371.1 SI....... 149
NTDB id 1184 GTF74 RS02335 WP 000649326.1 TIN...... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 TIN...... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 TIN...... 153
NTDB id 1038 H0N27 RS01510 WP 000993725.1 PTEGAITSL 149
NTDB id 1292 VP RS12235 WP 005479693.1 ......... 139
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ......... 150
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