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NTDB id 1149 A1552VC RS08405 WP 000173776.1 MTLLSNYWSLISFSITVLSAPYWPWMPSWGWAWLCLIVMVLLGYHRVGRQFLGFVAAILTIVLQGNLIRDQSNVLYQAGP 80
NTDB id 187247 BA894 RS05510 WP 065296583.1 MTLSEKSCTLALFVASIVSSAWWPIMPDWRWLLLGIITTGSIIKLRRGLISIGVILGLMVVIIHGNVLEYQRQALFNVGE 80
NTDB id 1295 VP RS04795 WP 005481856.1 MTLLEKSWTLALFVASVISSAWWPTMPDWRWLLLGIITTGSIIKLRRGLISIGVIVGFMVVIVHGNIMEYQRQALFQAGE 80
NTDB id 1396 DSB67 RS04755 WP 010649088.1 MTLLEKSLTLALFVASVISSAWWPTMPDWRWLLLGIIATGSIIKLRRGLLSIGVIWGFMVVIIHGNVMEHQRQALFRAGG 80
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NTDB id 1149 A1552VC RS08405 WP 000173776.1 DIIIKGRVDSFFTQTRYAYEGFVLIHEVNGQTLNKMTRPRIRLSAPLLLQPNDRVEFSVTLKPIVGRLNQTGFDLEAHYM 160
NTDB id 187247 BA894 RS05510 WP 065296583.1 NSTITGKVDSSFNQISHGYEGLVTIKQVGDQSLLPFLKPKVRFITTFPIPVNSEFTTTAQVKPIIGLRNEAGFDAEKQAM 160
NTDB id 1295 VP RS04795 WP 005481856.1 NSTIIGRVDSSFTQISHGYEGVVAIKQVNSHTLLPFLKPKVRLITPFPLAVNSEFTTNVLIKPIIGLRNEAGFDAEKQSM 160
NTDB id 1396 DSB67 RS04755 WP 010649088.1 NITINGKVDSPFTQISHGYEGIAQINQVNSQNLLPFLKPKIRLITAFPLPVNSEFTTQVTIKPILGLKNEAGFDAEKQAV 160
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NTDB id 1149 A1552VC RS08405 WP 000173776.1 AQSVVARAVVKPDTAYQIVQESGIRSSLFFELEQLTHTSPYQGLILALTFGERKGIDEQEWQALRNSGLIHLVAISGLHI 240
NTDB id 187247 BA894 RS05510 WP 065296583.1 GNGILARMIVTGDAHWIIRNGRYVRQSIINLVMDDISHLDHFPLISALVFADRSWLSGDDWQGLRDSGLLHLASISGLHI 240
NTDB id 1295 VP RS04795 WP 005481856.1 GSGVVARAVVTKDSYWVIRTSSSWREAIIQTVERDISRLEHFALIKALAFADRTGLTKEDWQSLRDSGLLHLVSISGLHI 240
NTDB id 1396 DSB67 RS04755 WP 010649088.1 GKGIVARAVTPDDAKWLIRTYSSFRQQIITAVDTHIAELDHFPLISALAFSDRSLLAKQDWQSLRDSGLLHLVSISGLHI 240
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NTDB id 1149 A1552VC RS08405 WP 000173776.1 GIAFSVGYFLGLGMMRFHAQLLWSPFVCGALLAVLYAWLAGFTLPTQRALIMCLLNVALIMLAFPLSALKRILLTLVAVL 320
NTDB id 187247 BA894 RS05510 WP 065296583.1 GMAFSFGFWLGVSVRSVFPRYQVVPSITGLTVALCYAWLADFSLPTTRAVSVCVIYIVLKYFLVHWSTWRVLLLAVAFQL 320
NTDB id 1295 VP RS04795 WP 005481856.1 GMALTFGLALGGLIRLAMPRYWFLPSVSGLAFAIVYAWLADFSLPTTRAVSVCIIYIALKYWLVHWSPWRVLLLAVALQL 320
NTDB id 1396 DSB67 RS04755 WP 010649088.1 GMAFAFGMSLGFVIRLLFPKFVHLPSAVGLLAALVYAWLADFSLPTTRAFSVCVIYLVLKAALVHWSPWRVLLLAVSIQL 320
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NTDB id 1149 A1552VC RS08405 WP 000173776.1 LWSPFASLSNSFWMSFLAVAIVLYQLASQSQRQV....WWKALLWAQVFLVCLMAPVTAYFFGGLSVTAVLYNLVFIPWF 396
NTDB id 187247 BA894 RS05510 WP 065296583.1 LIQPFACFSMSFWLSYLSVGMVLLVINFVRFNNSSWRGKLRTLFVTQLALSVFVIPISGYFFSGFSLSSIAYNLVFIPWF 400
NTDB id 1295 VP RS04795 WP 005481856.1 FFQPFASFSLSFWLSYLSVGAVLFAVNTVQDSKEGRLGKLRILLLTQLILSLLIVPISGYFFSGFSWSSLVYNLVFIPWF 400
NTDB id 1396 DSB67 RS04755 WP 010649088.1 FIEPFASFTMSFWLSYLSVVAVLLAVNVVQQRRGNRQTKLSSLLKIQLVLTLLIVPISGAFFSGTSLVSIAYNLVFIPWF 400
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NTDB id 1149 A1552VC RS08405 WP 000173776.1 SLVIVPALFLGLLLMVVWPSVAAAYWPWVDWTFLPLDWALQFADVGWWVVPSKVQGVVAASVAILLLYRFMSL....KAC 472
NTDB id 187247 BA894 RS05510 WP 065296583.1 GFVVVPLMFIALSTSLLLPAFSPIVWQLMDFSLWPLSESLQYAFGTWQPLSIELTWILFSLYTFLVLKRLLLWQGWLLMC 480
NTDB id 1295 VP RS04795 WP 005481856.1 GFVVVPIMFAALIASLLFPMLATVLWYLLDIFLVPLSWSVRYAIGTWQPISAEWTFVIAVVSAVLVSRHVMPRYVWMFVC 480
NTDB id 1396 DSB67 RS04755 WP 010649088.1 GFLVVPLMFLALIVTPISFQLAGMLWQLVDWVLLPLTWSLQFAVGSWHFVSLPLTLTILAVAICGLLRRFLNRGSLVTLV 480
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NTDB id 1149 A1552VC RS08405 WP 000173776.1 SLLLGMIGLWWWFPSLTPLWRMDVLDVGHGLAIVIEQDERAIVYDTGSSWPGGSYVQSVIEPMLQQRGLRQVDGVILSHL 552
NTDB id 187247 BA894 RS05510 WP 065296583.1 VITII...VSGLNGRKSTSWRIDVLDVGHGLAVLVEKEGKALIYDTGKSWPEGSVAEQVIIPVLHRRGFREVDTLVLSHS 557
NTDB id 1295 VP RS04795 WP 005481856.1 VIVVM...TGLFPKQYNQTWRIDVLDVGHGLAVLVEKEGRVLLYDTGKAWQNGSIAEQVITPVLHRRGYSSVDTMILSHA 557
NTDB id 1396 DSB67 RS04755 WP 010649088.1 MLVTG...VALFYERTTNSWRVDVLDVGHGLAVLIEKHGKVALYDTGKAWNSGSIAQQVISPVLHRRGFGTIDMFIISHA 557
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NTDB id 1149 A1552VC RS08405 WP 000173776.1 DNDHAGDWQGLAERWQPNWIRASQLGTEFMPCIRGESWQWQSLHFTVLWPPQAVSRAYNQHSCVIRMTDTQSNHSVLLSG 632
NTDB id 187247 BA894 RS05510 WP 065296583.1 DNDHAGGRQVIETHLKPSYKRSSQDFSGYQPCVSGDNWTWQQLDIEVLWPPQMVTRAYNPHSCVFRLRDRESDFSMLFTG 637
NTDB id 1295 VP RS04795 WP 005481856.1 DNDHAGGRKVIEQYFSPKHKLSSQSFLHYQPCIAAEKWKWQGLNMEVLWPPKPVVRAYNPHSCVISLEDPSTGFKMLFTG 637
NTDB id 1396 DSB67 RS04755 WP 010649088.1 DSDHAGGRQYIEQHFSPAQNFSSQNYADYQSCIAGERWYWQALYFEVLWPPKQVNRAYNPHSCVVRVVDKESGFKLLLTG 637
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NTDB id 1149 A1552VC RS08405 WP 000173776.1 DVTAMGEWLLARDGAQLQSEVMIVPHHGSKTSSTAEFIAQVNPKLAIASVAKDNRWNLPNPQVVARYQAQQVEWLDTGHA 712
NTDB id 187247 BA894 RS05510 WP 065296583.1 DIESISEWILLREPEKLSSDVMLVPHHGSKSSSNPLFIHAVSPTLAVASLAKNNQWGMPADKVVTSYLNAGSLWLDTGEG 717
NTDB id 1295 VP RS04795 WP 005481856.1 DIEAISEWILLREPEKLRSDVMLVPHHGSKSSSNPKFINVVEPSLAIASTAKLNQWGMPAPEVVQAYTDSGVSWLDTGSD 717
NTDB id 1396 DSB67 RS04755 WP 010649088.1 DIEAVSEWILMREPNKLESDVMLVPHHGSKSSSNPKFVQIVSPTLAIASLAKSNQWGMPAENVLSAYQEANAYWLDTGSH 717
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NTDB id 1149 A1552VC RS08405 WP 000173776.1 GQISLFFYLDQLDWFTQRSLGWQPWYRQMLRKGVE 747
NTDB id 187247 BA894 RS05510 WP 065296583.1 GQVTIRVTKDKWDFVTKRNDTFEPWYRQMLRKGLE 752
NTDB id 1295 VP RS04795 WP 005481856.1 GQITILLDGNNWRFESKRRETIEPWYRQMLRNRVE 752
NTDB id 1396 DSB67 RS04755 WP 010649088.1 GQVSVFIERDNWYFEAKRSETFEPWYRQMLRKRVE 752
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