
logo

MAMSAM
R
S
G
I
L
VNKVI ILVIGRNLGQNRDPDEMVRTYMPSNGDGTEAVCATNLFITS ILVATSDESTWRNDRKMANTGEQQRKRVEVKRTEWHNRVIVTFLMF

Y
G
R
R
K
Q
LAE I

VAGEQYLQKRKGGSKLQVYVIL
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 187235 BA893 RS16165 WP 065300504.1 MASRGINKVILVGNLGNDPDVRYMPNGTAVANITLATSDSWRDKATGQQREKTEWHRVVLFGKLAEVAGEYLQKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
consensus **!!!!**!*!!*!!**!*!!*!*!!*****!!!**!*!* *!***!*!!!!********!!*!!*!!*!!* !!*

logo EGKQRI
L
K
Q
S
TRKYWQNDGKQSDNGI

Q
E
D
Q
RTYSATYTDEVIQVGAVQGFYNDGNI

E
V
L
MKQMLDGSGKRARSNDQSEGQNGSDGGFMAGPAGYDENQGQEGMYNGVQPSAQQGQSEGASYWNGQRQAPKPQAAQPQAQTSKNQRYNQGGYSDNYAQAHNQ

NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQS..QEAYQRPAQQSR............Q 138
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQS..QEAYQRPAQQSR............Q 138
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGD.FGGNQG.......SGWNQAPAQTNYNQGGYSDNYAQN 146
NTDB id 187235 BA893 RS16165 WP 065300504.1 EGQLQTRKWQNQNGQDQYTTEVVVQGFNGVMQMLGGKRD.................QSWGQPKQPQQ...........QA 132
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGGMNVPAQQGSWGQPQQPAK...........QH 148
consensus !!****!!*! * !********** ***!!*** ** * * * * ***** **** **

logo

N
Q
P
K
N
P
A
F
M
P
S
Y

N
D
G
A
G
P
N
S
A
H
Q
T
P
R
Q
P
S
E
Q
T
A
N
PAAANQPEQRKPYRNPSQANQPAPSVPQYAEANPAEPMPVDEMNDI

FDDDIPFAP IGLQYPALLHC I
NTDB id 1103 NMB RS07590 WP 002212976.1 PASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF.............. 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF.............. 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNFNGGNATRPQP..AQKPAAQAEPPMDNFDDDIPF.............. 180
NTDB id 187235 BA893 RS16165 WP 065300504.1 PKY.....P..TN..NEPNNSQYNEPPMDFDDDIPFAPIGLQYPALLHCI 173
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QPM.....QQSAP..QQYSQPQYNEPPMDFDDDIPF.............. 177
consensus * * ** ** ** ** !****!!!!!!

X non conserved

X similar

X ≥ 50% conserved


