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NTDB id 187173 BA891 RS12365 WP 237333467.1 ......................MK...TVASQLGKSSSTESKTAAREEFDASSKSLDATQLYLGEIGFSPLLTAEEEVLY 55
NTDB id 1183 GTF74 RS11590 WP 000116737.1 MSVSNTVTKVEEFDFEDEALEVLETDAELTSDEELVAVEGASEDVREEFDASAKSLDATQMYLSEIGFSPLLTAEEEVLY 80
consensus *********************** *** * ! !!!!!!! !!!!!!!*!! !!!!!!!!!!!!!!!!

logo ARRALRGDEAARKRMIESNLRLVVKI SRRYSNRGLALLDL I EEGNLGL IRAVEKFDPERGFRFSTYATWWIRQTI ERALM
NTDB id 187173 BA891 RS12365 WP 237333467.1 ARRALRGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALM 135
NTDB id 1183 GTF74 RS11590 WP 000116737.1 ARRALRGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALM 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NQTRTIRLP IHVVKELNIYLRTARELSQKRLDHEPTAPEE IAALEQLDI
RPVDEDVSTKMLRLNER I SSVDTP IGGDGDEKALLDI ILP

NTDB id 187173 BA891 RS12365 WP 237333467.1 NQTRTIRLPIHVVKELNIYLRTARELSQKLDHEPTAEEIAAQLDIPVEDVSKMLRLNERISSVDTPIGGDGEKALLDIIP 215
NTDB id 1183 GTF74 RS11590 WP 000116737.1 NQTRTIRLPIHVVKELNIYLRTARELSQRLDHEPTPEEIALELDRPVDDVTKMLRLNERISSVDTPIGGDGDKALLDILP 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!!! !! !!*!!*!!!!!!!!!!!!!!!!!!!!*!!!!!!*!

logo DGSHNNASDPEFVSTQDDDIKRESSL ILHNWLDEELNPKQKEVLARRFGLLGYEPSTLEEVGRE IGNLTRERVRQI
NQVEGLRRLRE I

VL IVK
NTDB id 187173 BA891 RS12365 WP 237333467.1 DGNNSDPEVSTQDDDIKSSLIHWLEELNPKQKEVLARRFGLLGYEPSTLEEVGREIGLTRERVRQNQVEGLRRLREVLIK 295
NTDB id 1183 GTF74 RS11590 WP 000116737.1 DSHNADPEFSTQDDDIRESLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILVK 320
consensus ! *! !!! !!!!!!!* !!**!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!! !!!!!!!!!!*!*!

logo QGLNMEANLFNVEDYDN
NTDB id 187173 BA891 RS12365 WP 237333467.1 QGLNMENLFNVEDD. 309
NTDB id 1183 GTF74 RS11590 WP 000116737.1 QGLNMEALFNVEYDN 335
consensus !!!!!! !!!!! !*
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