logo

NTDB id 1158 ABDM36 RS01105 WP 000224452.1
NTDB id 187104 BA890 RS01310 WP 014230660.1

NTDB id 1290 VP RS01235 WP 254894148.1
consensus

logo

NTDB id 1158 ABDM36 RS01105 WP 000224452.1
NTDB id 187104 BA890 RS01310 WP 014230660.1

NTDB id 1290 VP RS01235 WP 254894148.1
consensus

logo

NTDB id 1158 ABDM36 RS01105 WP 000224452.1
NTDB id 187104 BA890 RS01310 WP 014230660.1

NTDB id 1290 VP RS01235 WP 254894148.1
consensus

logo

NTDB id 1158 ABDM36 RS01105 WP 000224452.1
NTDB id 187104 BA890 RS01310 WP 014230660.1

NTDB id 1290 VP RS01235 WP 254894148.1
consensus

logo

NTDB id 1158 ABDM36 RS01105 WP 000224452.1
NTDB id 187104 BA890 RS01310 WP 014230660.1

NTDB id 1290 VP RS01235 WP 254894148.1
consensus

rsaneernr AL OG0 TR I A LA AL

D e G

DICDPYFSEITRGIEDAAMEHGYLVLLGDSGQQK RENSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEF
DICDPYFSEITRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEF
DICDPYFSEIIRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEF

AL T AFEVLO A OTL CRCLARL o et Al

APELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGPRMBRAINLCQFREIQGYQQALRRAGI | PjyV{eh§xe F F GAKA
APELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGPDTAVLCQFRQQGYQQALRRAGIKDPQYS TEFSFDGGAKA
APELELPTVHIDNLTSAFEAVNYLTQLGHKRIAQISGPDTAVLCQFRQQGYQQALRRAGI KDPQYS TEFSFDGGAKA

BTN A TR

VRALLE\LPENPTAIFCHNDTMAIGAIQEAKRLGLRVPQDLSVVGFDDI FAQYCDPPLTTISQPRYEIGRQAMLMMLELL
VRKLLELJAEPPTAIFCHCDTMAIGAIQEAK LGgRVPQDLSVVGFDDINFAQYCDPPLTTISQPRYEIGRQAMLMMLELL
VRKLLELPEPPTAIFCHCDTMAIGAIQEAKRLGLRVPQDLSVVGFDDINFAQYCDPPLTTISQPRYEIGRQAMLMMLELL

DM RLETLRGSAR

GHDV GSRLLETKLVVRIASAAPP] |8 335
KGHDVHSGSRLLETJL VRGSAAPPQRA 335
KGHDVHSGSRLLETKLVVRGSAAPPQRA 348

V

X non conserved
B similar
> 50% conserved

147
147
160

227
227
240

307
307
320



