
logo MEKDSLSYKQRIYKQSQREYLAMPTLGTICEHYRASHLFGGSYSLSTVDDKTVFAMVASDEGELYLRACEEQSAQYCTVKTHQDPAPPVLWLTVFYKNKCRGRQSVSTLN
NTDB id 186989 BBB57 RS06550 WP 017456228.1 MEDLSYQRIYQSREYLMPLGTICHRAHFGGYSLSVDKTVFAMVAEGELYLRACEESAQYTVTQDAPLLVFNKRGRQVSLN 80
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLN 80
consensus ! !!! !!! ! !!! *!!!!**! *!! !!!*!! !!!!!! *!!!!!!!!! !!!!*! **** ! * !*!! !*!!

logo YYFRVDNESLWRDNQRLSKLLLVQRLSAKLYSLDAALRKRDEKDSRTRNSATREMRLKRDLPNLMS
TFHQLEAI
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NTDB id 186989 BBB57 RS06550 WP 017456228.1 YYFVNESLWRDRSLLLQLSALSLDAARRDKDRRSARMRLRDLPNLTFQLEAQLHEAGVLDAHTLRMLGAKVCWLRLRKTN 160
NTDB id 1428 BW25113 RS04975 WP 000839153.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQN 160
consensus !! ! !!!!! !* !! !!!!! **! ! ! !!*!!!!**!*!!! !*! !* ! * !!*!!!!*!!!!!! !
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VLFLAMLEGAI IVG I
LHEAALPAVAPRRQRELAMEWAFDKGSLVLTKPKGQAEFNPAYELE

NTDB id 186989 BBB57 RS06550 WP 017456228.1 KHLSAKVLLALEGAIVGLHEAALPAPRRRELMEWFKGVLKKGANPY... 206
NTDB id 1428 BW25113 RS04975 WP 000839153.1 SLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
consensus *** !*! !!!!!*!*!!!!!! *!! !! !! * *! ! ***

X non conserved

X similar

X ≥ 50% conserved


