
logo

MQQITTTKQRYLLMVEDTASVAALYRSYLMTPLDGIDINIVGTGRDAIDES ILGKHRREIPDL I LLDLRLPDMTGMDVLHYAVKAEKSHSP
NTDB id 186871 FORC37 RS05130 WP 198300263.1 MQQITTTKQRYLLMVEDTASVAALYRSYLMPLGIDINIVGTGRDAIDSLKHRIPDLILLDLRLPDMTGMDVLHAVKASHP 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 .............MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSP 67
consensus *************!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!*!* *! !!!!!!!!!!!!!!!!!!!*!!! *!

logo DVP I IVFMTAHGS IDTAVEAMRHGASQDFL IKPCEADRLRVTVNNAIRKASKLKNDSVDNSAGKNSQNSYQGF IGSSQKTMQAQVYRTI
NTDB id 186871 FORC37 RS05130 WP 198300263.1 DVPIIFMTAHGSIDTAVEAMRHGSQDFLIKPCEADRLRVTVNNAIRKASKLKNDSDSAGSQSYQGFIGSSQKMQQVYRTI 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 DVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDN.KNQNYQGFIGSSQTMQAVYRTI 146
consensus !!!!*!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! * ! !!!!!!!!! !! !!!!!

logo DSAASSKAS I F ITGESGTGKEVCAEAIHAASKRRGDKPF IA INCAAIPKDL I ESELFGHVKGAFTGAATDERQGAAEALADGG
NTDB id 186871 FORC37 RS05130 WP 198300263.1 DSAASSKASIFITGESGTGKEVCAEAIHAASRRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATDRQGAAELADGG 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 DSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGG 226
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!!

logo TLFLDELCEMDLDLQTKLLRF IQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRAER
NTDB id 186871 FORC37 RS05130 WP 198300263.1 TLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRER 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 TLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRAR 306
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !

logo GDEDVI E IAYSLLGFYMSHKEEGKDNFVRFLSAQESVI
V
D
ERFNREQYEWPGNVRQLQNVLRNVVVLNENGKRE ITLMDEMLPPPLNQMPFSAEPR I
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NTDB id 186871 FORC37 RS05130 WP 198300263.1 GEDVIEIAYSLLGYMSHEEGKNFVRFSQSVIDRFNEYEWPGNVRQLQNVLRNVVVLNNGKEITMEMLPPPLNQPFERKES 400
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINR 386
consensus !*!!!!!!!!!!!*!!*!!!! !!! ! !**!! !!!!!!!!!!!!!!!!!!!!! !*!!!**!!!!!!!!* *

logo ALQPDLAHLESENKL IVSVHRDE ICFPLWLMTEKLQAI EQAI EKACDGNIPRAAGTYLDVSPSTIYRKLQATWNEKEVEKEKKQEKAKER
NTDB id 186871 FORC37 RS05130 WP 198300263.1 AQPD.LSELISVRDICPLWLTEKLAIEQAIKACDGNIPRAAGYLDVSPSTIYRKLQAWNEKEEKQKA.. 466
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ALPLAHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus ! ! ** *!!**!*!!!*!!! !!!!!! !!!!!!!!!! !!!!!!!!!!!!!! !!!! **
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