
logo MIRLNLLPKNLRRRVEPGWWRLLVAALLFALVVFLGLVLGFLLVHYTAYTELSLAKAEERDAQLQRAEVEALRPF IAQELQGNRLQEQERKAL
NTDB id 186790 A0O31 RS06030 WP 071677088.1 MIRLNLLPKNLRRRVEPGWWRLVAALFALVVFLVLGFLHYTAYTELSLAKEERDALRAEVEALRPFIQEQNRLQQERKAL 80
NTDB id 1024 TT RS05130 WP 011173433.1 MIRLNLLPKNLRRRVEPGWWRLLALLFALVVLGVLGLVHYTAYTELSLAKAERDQLQAEVEALRPFIAELGRLQEERKAL 80
consensus !!!!!!!!!!!!!!!!!!!!!!*! !!!!!! !!! *!!!!!!!!!!!! !!! ! !!!!!!!!!! ! !!! !!!!!

logo EALLAIREGLERKNAFVPWSEQYLAATF INQIPRAEGGRFLEPVALRSVGSATRALSTEEEAAQRLQAQENGATFYDGKKR I
VRVEFATLQGEALNSQREG

NTDB id 186790 A0O31 RS06030 WP 071677088.1 EALLAIREGLRKNFVPWSEYLATFINQIPREGGRFPVALRSVGTRALTEEEAAQQAQNGAFDGKKVRVEFTLQGEALNQG 160
NTDB id 1024 TT RS05130 WP 011173433.1 EALLAIREGLEKNAVPWSQYLAAFINQIPRAGGRLEVALRSVSARALSEEEAARLAQEGTYDGKRIRVEFALQGEALSRE 160
consensus !!!!!!!!!! !! !!!! !!! !!!!!!! !!! *!!!!!! !!!*!!!!! !! ! *!!!**!!!! !!!!!!

logo ALVRF IQRAFEATSPRFGI EFQGASLDEQGNRGLYTFSARVGAVTVGGEQSGAR
NTDB id 186790 A0O31 RS06030 WP 071677088.1 ALVRFIQAFEASPRFGIEFQGASLDQNRGLYTFSARVGVVGGEQGAR 207
NTDB id 1024 TT RS05130 WP 011173433.1 ALVRFIRAFETSPRFGIEFQGASLDEGRGLYTFSARVGATGGESGAR 207
consensus !!!!!! !!! !!!!!!!!!!!!!! !!!!!!!!!!! !!! !!!
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