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LEAPP IPPLAESQSAEEPASKQPQS
NTDB id 186788 A0O31 RS06020 WP 071677087.1 MKETLARLAQAWQNLPQSTKLLLAGLLLVLAISLWYVGFYLPAQAPVAAETPQAPAEETPKALEAPPIPPLAESAPSQPS 80
NTDB id 1026 TT RS05140 WP 011173435.1 MKNAWQRLKEAWANLPRSTKLLLAALLLVGGVALWYVGLYLPAQVAEAPTP.....APSTQVIEAPPIPPLASQEEAKPQ 75
consensus !! !! !! !!! !!!!!!!*!!!! ** !!!!! !!!!! * !* ****** *** *!!!!!!!!! * !
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SRPQTPVPETGAPAPVRVQSQGTP
NTDB id 186788 A0O31 RS06020 WP 071677087.1 PPTPSPA.PTAPQASIKAETTPLPLPQAKQEAPPPNPFVPLVVEVPATAAPPLSSPTPTPAIRPQPVPTGAPVRVSQGTP 159
NTDB id 1026 TT RS05140 WP 011173435.1 AEAPAQEEAQAPASSQEEAQAPPPAPVARAEPPPPNPFVPLVVETPPP........PPASASRPTPVPEGPAVRVQ..TP 145
consensus ** ! * ** !! ! !*! ! !* !*!!!!!!!!!!!! !***********! *! !! !!! !**!!! **!!
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LPGTSGALPAPKI
VLSTPATLPKSAPQLVAPQAPREVETAPSPVARPVAPVPTALVEAPLPSGQAPSQEAPEPETKPGAQAEKPAEGPPTAPAKSTPLE

NTDB id 186788 A0O31 RS06020 WP 071677087.1 LPTPQVATAPRPLPGTSGALPAPKVLTPTPKAQVAQAPVEASVAPAPPTALVEAPLSQASQEAPPTPGQAPEGPAKTPLE 239
NTDB id 1026 TT RS05140 WP 011173435.1 AQAPQAAPATRPIPGTSGALPAPKILSPALSAPLPQARET.PPRVAVPTALVEAPLPGP.....EEKGAEKAPTPASPLE 219
consensus * !! !*!*!!*!!!!!!!!!!!*!*! * !***!!* *** *!*!!!!!!!!!* ******* *! * *** *!!!
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VEEGEGRS IVTLALKEETLENLASLVSVQAQAGGGQ
NTDB id 186788 A0O31 RS06020 WP 071677087.1 ALVEEKGLKLSGTLLGPVSVAILESKEGYLVLPVGSPIPGTEAVVRRIEGERITLALKEETLELAVSQAQAGGGQ 314
NTDB id 1026 TT RS05140 WP 011173435.1 RLVAEKGLRLSGTLLGPVSVAILESKEGYLVVPAGSPIPGTEAVVRQVEEGSVTLALKEETLNLSLVQ..AGGGQ 292
consensus !! !!!!*!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!! *! *!!!!!!!!! ! * !**!!!!!
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