
logo MQQEHQPTFFFFDYETWGTVNSPAKDRPSQFAGVRTDMDFNI IGEPLVIYCQLPPNSDYLPAGPVEAAL ITGI STPQKLAANSKQGLAI EP
NTDB id 186762 VSVS12 RS07895 WP 005597561.1 MQQEHQPTFFFFDYETWGTSPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQPPSDYLPGVEAALITGISPQLAASKGLIEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!**!!!!!!!!*!! ! ! !! !!

logo EF IARQR IHAEEQLASTPNTINSLGYNS IRFDDEVTRYTCYRNFFIDPYAWSWQHNGNSRWDLLDVLMRACHALRPEGI EWPENDDEGFYI
T

NTDB id 186762 VSVS12 RS07895 WP 005597561.1 EFIRQIHEQLATPNTISLGYNSIRFDDEVTRYTCYRNFFDPYAWSWQNGNSRWDLLDVMRACHALRPEGIEWPENDEGYI 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!! !! ! !!!!! !!!!!!!!!!!!!!!!!!!!! !!!!!!!!*!!!!!!!!!!*!!!!!!!!!!!!!!!!!*!*

logo SFKLEHLSVANGI EHASNAHDAMADVIATI ELAKKI
VKAAQPKLFDYFFLTMRHKRKLNTEL IVDIVNMQTPLMHVSGMLGRECRHNY

NTDB id 186762 VSVS12 RS07895 WP 005597561.1 SFKLEHLSVANGIEHANAHDAMADVIATIELAKKIKAAQPKLFDYFLTMRHKRKLNELVDIVNMTPLMHVSGMLGRECNY 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!*!!!!!!!!!!! !!!!!!!! !!*!!!! !!!!!!!!!!!!!**!

logo TSWIVP I
VAWHPTNKQNAVIVVDLAGKDPQPVLFLDELDAEENATLKQAERLYTKRHYESDLAPDELPVPVKLVHLNKCP I LAPAKTLTAENADQ

NTDB id 186762 VSVS12 RS07895 WP 005597561.1 TSWIVPVAWHPTNKNAVIVVDLAKDPQVLFDLDENALKERLYTKHSDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAD 320
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!!!!*!!!!!! !!!!!!!!*!!!!*! *!! ! !!!!** !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KIG IDREQCLAQHNLNQVI
LRQHPE IREKL IVGTLVFASQVEREFYENKQESASDVDSTQLYADGFFSPADRAAMDE I IVRQTTAEPEHNLAGASLADIRTFVASDAK

NTDB id 186762 VSVS12 RS07895 WP 005597561.1 KIGIDREQCLQNLQVLRQHPEIREKLIGLFAVEREYEKSADVDTQLYDGFFSPADRAAMDIVRQTEPEHLAALDITFSDA 400
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus !!!!!!!!!! *!*!*!!!!!!!!!!* *! !!!* !!!*!!! !!!!!!!!!!!*!*! ! !!*!* ! ! !

logo R I EPLLFRYRARHNFYPHWTLTDEQTEQLRRWANASHCQRDYFEQRSNRLMDEEGYMLNFLENLVHEHEQASDPTKKI
M
A
T
I
LLKSVYHQYVEKLAVCS

NTDB id 186762 VSVS12 RS07895 WP 005597561.1 RIEPLLFRYRARNFPWTLTEQEQLRWNSHCQDYFQSRMDEYMLNFENLVHEHESDTKKITLLKSVYQYVEKLVS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !!!!!!!!!!!!**!*!!!* !! !! !! !!! ** !!!! !!!!!!! !*!!* *!!!!!*!!!!! *

X non conserved

X similar

X ≥ 50% conserved


