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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQE.............AYQRPAQQSRQP 139
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQE.............AYQRPAQQSRQP 139
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGG..MN.....VPAQQG....SWGQPQQ....P 144
NTDB id 186506 BA022 RS15665 WP 011807147.1 EGSLRTRKWTDQSGQERYTTEIRA....DTMQMLGSRQG....MGGGQGGGYDDSGYGDNG..GGGGGGYEAPRR..AAP 146
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGD.FGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGN 153
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logo AKSTPQDRAPAHQPQPSAHPAMPAQQREPQSAKAPAPQAAQPVYRASRQPPQVQRYPNAEAPSAGPFMPVMDENDMFIDDDIPF
NTDB id 1131 NGFG RS05740 WP 003695064.1 APDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 ASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 AKQ.HQPMQQSAPQQYSQPQYNE.PPMDFDDDIPF 177
NTDB id 186506 BA022 RS15665 WP 011807147.1 APRPAPPAARPAPAPVAQPPRAASGFDDMDDDIPF 181
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ATRPQPA...QKPAA.....QAEPPMDNFDDDIPF 180
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