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NTDB id 1029 TT RS02230 WP 011228203.1 LAVALF
NTDB id 1402 DSB67 RS12670 WP 010643257.1 F SIKAINTA FSRTLAT F AG P WALIQ T )€y GN sl
NTDB id 1169 A1552VC RS11075 WP 000648511.1 INKANIT A FSRTLAT FAAG P |\ LI TA/QY GN |l
NTDB id 1112 NGFG RS09215 WP 003689811.1 RT IRFAAGVPLVDWLDSTAGA
NTDB id 1113 AAA85695.1 219..1451( ) A FNRYRINEK LI ARSI T4 QRRERD) IRFEAAGVPLVDNLDSTAGAJN
NTDB id 1252 GC085 RS07730 WP 011213805.1 A G Y IXKAINIARF RTL l FAAG PLV ALI VAGA
NTDB id 186497 BA022 RS11150 WP 088887536.1 (GGG FEI3M QMW KIS EINMQRF DR DK [ AR RTL TIFAAGVPLV ALDS\ GA
NTDB id 1198 PSJM300 03950 AFN76868.1 A MK §] ARF RTL T FAAGVPLVDALDS|AGA
NTDB id 1016 ACIAD RS01680 WP 004920476.1 G AIJN F XA ISR S|4 MKAIBIAR SRTLAT FAAGVPL DALSTAGA
NTDB id 1059 ABD1 RS01610 WP 000279215.1 MKAIBTIAR SRTLAT FAAGVPL DAL STAGA
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NTDB id 1029 TT RS02230 WP 011228203.1 EIVEAARLKEQQ
NTDB id 1402 DSB67 RS12670 WP 010643257.1 .HCH FPVLQMVIIGEESG
NTDB id 1169 A1552VC RS11075 WP 000648511.1 BUTIFPIRIMVLQMVNIIGEESG
NTDB id 1112 NGFG RS09215 WP 003689811.1 WATIH FPUIM LQMY IGEESG LD MLWKEYA FYEBEVDNA V{ERIL SIY
NTDB id 1113 AAA85695.1 219..1451( ) AT FPUIM LQMY] IGEESG LD MLWKEYA FYEBNEVDNA V&L SE
NTDB id 1252 GC085 RS07730 WP 011213805.1 MEP I
NTDB id 186497 BA022 RS11150 WP 088887536.1 MEP II L
NTDB id 1198 PSJM300 03950 AFN76868.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
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NTDB id 1029 TT RS02230 WP 011228203.1 406
NTDB id 1402 DSB67 RS12670 WP 010643257.1 407
NTDB id 1169 A1552VC RS11075 WP 000648511.1 408
NTDB id 1112 NGFG RS09215 WP 003689811.1 410
NTDB id 1113 AAA85695.1 219..1451( ) GJ§L. VAMYLP F LG . 410
NTDB id 1252 GC085 RS07730 WP 011213805.1 G LVGGLVVAMYLPIFLGSV . 406
NTDB id 186497 BA022 RS11150 WP 088887536.1 GL GG VV MYLPIFLGE]VV c. 405
NTDB id 1198 PSJM300 03950 AFN76868.1 G LVGGL AMYLPIF GSVV- 405
NTDB id 1016 ACIAD RS01680 WP 004920476.1 G LVGGLV AMYLPIF 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 G LVGGLV AMYLPIF 408
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