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NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
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NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP..P 158
NTDB id 1306 DR RS10060 WP 027479822.1 RSIRPQTALNLQAFPFALE..GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA 157
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NTDB id 1028 TT RS08215 WP 011173991.1 SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA 237
NTDB id 1306 DR RS10060 WP 027479822.1 SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL 237
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
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NTDB id 1028 TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR 317
NTDB id 1306 DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
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NTDB id 1028 TT RS08215 WP 011173991.1 EALKEAL..EVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDP 395
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREAL..QVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDP 395
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDL 64
NTDB id 1293 VP RS12240 WP 005479695.1 ................MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPEL 64
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSL 64
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ...MA.....LATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDI 72
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................MSVGLLRILVQNQVVTVEQAEHYYNES.QAGKEVLPMLFSDGVISPKSLAALIARVFSYSILDL 63
NTDB id 186496 BA022 RS11145 WP 088887535.1 ...MAAIDTQKEAQPIALPGLARALMSVGKLDQKAAEEIYKKSQNSRSSFIAELTESKIITPSDLAHTVSTVFGAPLLDV 77
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ...MSAF.....TTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFSISPLTIAEIISLEFGEPLLDL 72
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ...MSAL.....HTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVHLSPSLLAETISAEFAEPYFDL 72
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NTDB id 1028 TT RS08215 WP 011173991.1 EEDPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFY 475
NTDB id 1306 DR RS10060 WP 027479822.1 IQNPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYF 470
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SRYDYANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATG.....LQVELALADHRALQAAIRRLY 139
NTDB id 1293 VP RS12240 WP 005479695.1 SQYEYASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATG.....LQVELVLADFRELSTAIRRLY 139
NTDB id 1401 DSB67 RS12665 WP 010643259.1 NQYEYASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATG.....LQVELVLADFRELTAAIRRLY 139
NTDB id 1251 GCO85 RS07725 WP 011946523.1 NCIDVGTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTG.....LNTHAIVVETDKLSALIDNLL 147
NTDB id 1110 NGFG RS09235 WP 003689817.1 RHYPRHRVLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAG.....IAVELVIVEDDQLAGLLDWVG 138
NTDB id 186496 BA022 RS11145 WP 088887535.1 DAIDRQRIPKDLLDVKLCQSYKVIALSKRNNRLIVATADPTFQEAAEKIKFTTQ.....MGVDWIIAEYDKLLRLIEAST 152
NTDB id 1018 ACIAD RS01685 WP 004920473.1 GVFDPALFLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSK.....LKVEPIIVEHDKLERLLSEHF 147
NTDB id 1058 ABD1 RS01615 WP 001274986.1 DVYDTSQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSK.....LLVEPVIVEHHKLEKVLGQHF 147
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NTDB id 1028 TT RS08215 WP 011173991.1 GKAEL...............SEIAKEFAKKQAEEEV..PSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVR 538
NTDB id 1306 DR RS10060 WP 027479822.1 GEKGF...............EKLNKELAERNKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVR 535
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GRSIQGAAN..QGKE..ISQDELANLVKV..SDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRIR 213
NTDB id 1293 VP RS12240 WP 005479695.1 GRSLSHEKS..GLKE..INQEELASLVDV..GADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRVR 213
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GRSLGQEKS..GLKE..INQDELAGLVDI..GEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRVR 213
NTDB id 1251 GCO85 RS07725 WP 011946523.1 TAKES..QGLSEYVE.DSG.DLEGLEISAD.DEDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRIR 222
NTDB id 1110 NGFG RS09235 WP 003689817.1 SRSTSLLQELGEGQ......E.........EEESHTLYIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARIR 203
NTDB id 186496 BA022 RS11145 WP 088887535.1 KSGTETLDGINSNNDFEFGDIPV.......DETPDEDADNPAEVEDAPVVKFLHKMLLDAFNMRASDLHFEPYEHHYRVR 225
NTDB id 1018 ACIAD RS01685 WP 004920473.1 VE..........ETHFNFDTEELDLDVEVDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRVR 217
NTDB id 1058 ABD1 RS01615 WP 001274986.1 AE..........ESSFDFNDEEFDLDVNLDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRVR 217
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NTDB id 1028 TT RS08215 WP 011173991.1 LRIDGALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYR..EGAIDVDLRLSTLPTVYGEKAVMRLLKKASD 616
NTDB id 1306 DR RS10060 WP 027479822.1 YRIDGALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFK..KGSIDLDLRLSTLPTVYGEKAVMRLLQKASN 613
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LRCDGILVETQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSAA 292
NTDB id 1293 VP RS12240 WP 005479695.1 LRCDGILIETQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSA 292
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LRCDGILIEIQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSSA 292
NTDB id 1251 GCO85 RS07725 WP 011946523.1 YRQDGILHEVATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGAA 301
NTDB id 1110 NGFG RS09235 WP 003689817.1 FRVDGQLREVVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDAA 283
NTDB id 186496 BA022 RS11145 WP 088887535.1 FRIDGELREIASPPIAIKEKLASRIKVISRLDISEKRVPQDGRMKLKVGP.DRVIDFRVSTLPTLFGEKIVIRILDPSSA 304
NTDB id 1018 ACIAD RS01685 WP 004920473.1 YRVDGVLRLIATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPASA 296
NTDB id 1058 ABD1 RS01615 WP 001274986.1 YRVDGVLRQIANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSSA 296
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NTDB id 1028 TT RS08215 WP 011173991.1 IPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAG 696
NTDB id 1306 DR RS10060 WP 027479822.1 IPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTG 693
NTDB id 1168 A1552VC RS11070 WP 000957200.1 NLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKIG 372
NTDB id 1293 VP RS12240 WP 005479695.1 SLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKIG 372
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKIG 372
NTDB id 1251 GCO85 RS07725 WP 011946523.1 KLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKAG 381
NTDB id 1110 NGFG RS09235 WP 003689817.1 SLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQG 363
NTDB id 186496 BA022 RS11145 WP 088887535.1 KLGIDALGYEPEEKERLLQAINRPYGMILVTGPTGSGKTVSLYTCLNLLNKPGVNIATAEDPSEINLPGVNQVNVNEKAG 384
NTDB id 1018 ACIAD RS01685 WP 004920473.1 MLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKVG 376
NTDB id 1058 ABD1 RS01615 WP 001274986.1 MLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKVG 376
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NTDB id 1028 TT RS08215 WP 011173991.1 LTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRL 776
NTDB id 1306 DR RS10060 WP 027479822.1 MTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRL 773
NTDB id 1168 A1552VC RS11070 WP 000957200.1 FGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRL 452
NTDB id 1293 VP RS12240 WP 005479695.1 FGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRL 452
NTDB id 1401 DSB67 RS12665 WP 010643259.1 FGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRL 452
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LTFSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRL 461
NTDB id 1110 NGFG RS09235 WP 003689817.1 LTFAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQRL 443
NTDB id 186496 BA022 RS11145 WP 088887535.1 LTFAVALKSFLRQDPDIIMVGEIRDLETADISIKAAQTGHLVLSTLHTNDAPTTLTRMRNMGIAPFNIASSVILITAQRL 464
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRL 456
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRL 456
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NTDB id 1028 TT RS08215 WP 011173991.1 VRRVCEHCKVEVKPDPET.LRRLGLSEAEIQ..GARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEI 853
NTDB id 1306 DR RS10060 WP 027479822.1 VRRVCSECKQPTNADPEV.LRRLGISERDIR..GANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEI 850
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ARRLCKHCKIAVRPSALL.QSQFAFQPNEIL....YEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQI 526
NTDB id 1293 VP RS12240 WP 005479695.1 ARKLCPYCKQPQEHTVQL..QHLGIQTTDNI....FRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHEL 525
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ARKLCPYCRQPQEPNSQL..QHIGIANTEQI....FQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHEL 525
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ARKLCNQCKAVRDDFTNQGLIELGFKEADLV..NLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDI 538
NTDB id 1110 NGFG RS09235 WP 003689817.1 LRRLCSSCKQEVERPSASALKEVGFTDEDLA.KDWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGI 522
NTDB id 186496 BA022 RS11145 WP 088887535.1 ARRLCPNCKAPVDIPHET.LLEAGYRDEEID.GSWVTYRPVGCSACN.NGYKGRVGIYQVMPVSEEIQRIILRDGSALEI 541
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ARRLCSQCKRPIQVPERS.LLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEI 534
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ARRLCSQCKIPADIPKQS.LLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEI 534
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NTDB id 1028 TT RS08215 WP 011173991.1 KEIAR.RKGMKTLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 1306 DR RS10060 WP 027479822.1 RDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS 887
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ERLAK.ANGMQTLQESGLEKLREGITSFAELQRVLYF 562
NTDB id 1293 VP RS12240 WP 005479695.1 EKLAI.ANGMSTLQMSGIEKLKQGITSFSELQRVLYF 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 EKLAI.ANGMQTLQMSGIEKLKQGITSFRELQRVLYF 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LKLAQ.SEGMLTIFQSGIEKVKEGITTIEEVNRVTVD 574
NTDB id 1110 NGFG RS09235 WP 003689817.1 LDVAY.KEGMVDLRRAGILKIMQGITSLEEVTANTND 558
NTDB id 186496 BA022 RS11145 WP 088887535.1 AEQAR.LEGVRSLRESGLHKAKMGLTSLEEVLAVTNE 577
NTDB id 1018 ACIAD RS01685 WP 004920473.1 AATAE.TLGFNNLRRSGLKKVMQGVTSLQEINRVTSE 570
NTDB id 1058 ABD1 RS01615 WP 001274986.1 AAASE.KLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE 570
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