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consensus * ! * !! *!* !!!!!! !!!!!!!! !*!!!!! !*!!!*!!* *!! ! !!*!!!* !! * !*!!!!!!

logo LQGNLGEQCLLWHLGQR I
LQRS IQRQKRRRE I

L
R
VGVI

LAYPCLFLLALFLGAGL IGLML
M
Q
R
H
IYLFLPE IAQFINTPETSTNSAQTGSPSLPLQLSFRFI IRLVMWGFTFLLVI

V
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NTDB id 186325 A4W79 RS06220 WP 076786758.1 .MAGALISVYFFRWHRRPLLQRLAAAFRWPFIGKTLQAYYQYCLLFDLATCLNNGLNLAEMHQLTHRLAKTSWLVQLMQQ 238
NTDB id 618 LCA RS06475 WP 011375000.1 LVLLIMGSGLFMVYRRLPVLVRLQKAFKWPIIGRDIQQYYHYCLLFDLSTCLQNGLKLTEICALQKQLQQNTWLVTLVAQ 240
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NTDB id 186325 A4W79 RS06220 WP 076786758.1 LETAVQKGGTLLANLADGVFYPPELQLVLAKGSPLQQMAKEVDLLAVIKYDELQRQLKQKVNWLQPLLFILIGIIIICTY 318
NTDB id 618 LCA RS06475 WP 011375000.1 LEVVLASGQSLDAYLSRSAFFPQSLRLVLAKHNLTQQTTDEITMLANLQYTELQKQLQRKVSWLQPILFILIGLIIICTY 320
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