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NTDB id 1041 H0N27 RS14740 WP 005124713.1 MQYSMRFWKNKYFLLIMLCLGVISPSVCAQSFDQNFQEWKAKQQMYDQKLNITKSSHSNGSKISQ...TKNFNDSTGQIH 77
NTDB id 186117 A6B44 RS10655 WP 246253115.1 ....MTFLKNC..GLGVLLG.LFATAVMAKDIPT...................KTSQSTKTNTTLTTQKVKVKSHINTVN 54
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ....MKKLSRY..TFSLLFG.LFSATTFAEEKVT..................TSTEHTP..VVMQQ.VAATQKVNANVVN 52
NTDB id 1362 HI 1008 AAC22669.1 ....MKTL..F..TSVVLCGALVVSSSFAEEKAT..................XQTAQSV..VTTQAEAQVAPAVVSDKLN 52
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NTDB id 1041 H0N27 RS14740 WP 005124713.1 LNQANVNEF.QQLKGVGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL. 136
NTDB id 186117 A6B44 RS10655 WP 246253115.1 INTATASELKDKLVGIGVKKAQTIVEHRQKHGKFLTVDQITDVSGIGKVTLEKNRERILIN 115
NTDB id 1382 A4U84 RS07375 WP 062924234.1 INTATASEIQDKLVGIGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
NTDB id 1362 HI 1008 AAC22669.1 INTATASEIQKSLTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
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