
logo

MRKI IA I L I L I SASLSLMAYSKDNSL I SVKVLPLPENRVR IDFQFSKPLKQLPASF ITQKPPRLVLDF I STDMQIPSDQKT
NTDB id 1347 HI 0435 AAC22094.1 ................................................................................ 0
NTDB id 1373 NTHI RS02645 WP 011272046.1 ................................................................................ 0
NTDB id 186111 A6B44 RS08125 WP 090920215.1 ................................................................................ 0
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ................................................................................ 0
NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILILISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQKT 80
NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILILISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQKT 80
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ................................................................................ 0
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ................................................................................ 0
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ................................................................................ 0
consensus

logo

KTIQLGSLHSYNIVAVGDRVRAIMLKEL
M
R
D
K
H
N
R
S
G
V
L
T
K
S
L
T
Y
T
S
P
G
R
S
Y
K
T
V
L
A
T
G
Q

G
S
T
I
L
V
W
F
L
Y
T
SLVWFLVSGNGKSNDLLAFELACNPASKSESMVVFVFIASTNAQVEESVVANQATSAKHNSEQI

L
E
K
S
N
R IDFRTGVI

N

NTDB id 1347 HI 0435 AAC22094.1 ................................................................................ 0
NTDB id 1373 NTHI RS02645 WP 011272046.1 ................................................................................ 0
NTDB id 186111 A6B44 RS08125 WP 090920215.1 ................................................................................ 0
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ................................................................................ 0
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSKEVFITNQVVNAKHEIKRIDFRGI 160
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSKEVFITNQVVNAKHEIKRIDFRGI 160
NTDB id 1186 GTF74 RS01320 WP 000788426.1 .........................MKNGLKT..YVAQTWLTLWVG.....LALCASSMVFSA.ESATANQLENIDFRVN 47
NTDB id 1175 A1552VC RS12105 WP 000788426.1 .........................MKNGLKT..YVAQTWLTLWVG.....LALCASSMVFSA.ESATANQLENIDFRVN 47
NTDB id 1408 DSB67 RS13980 WP 010643500.1 .......................MKMRHGLTLTPRKLTGLFSLWFS.....LLLAP...FVAA.EEVQSNSLKSIDFRTN 48
consensus * * ** * * ****

logo

E
K
D
E
K
Q
K
D
A
G
G
A
R
V
I
L
V
V
I
L
I
V
D
E
V
L
V
A
S
D
S
T
P
A
G
S
I
A
I
P
V
I
VDI

V
K
Q
T
R
K
QVGQKEEGI

L
V
S
V
I
D
E
N
F
LLKNTSDKI

V
K
A
P
L
D
N
D
Q
K
L
M
L
K
Y
R
L
Y
LDVSKDFHSSTVPVQE I

S
I
V
T
E
M
V
Q
F
Q
R
D
E
K
T
E
G
S
K
P
T
K
S
V
T
Q
R
M
L
T
V
A
I
V
Y
L
T
I
S
V
K
D
E
GEDFY

M
R
S
G
Q
K

Y
K
H
I
L
F
Y
D

F
V
Y

R
L
T
Y

NTDB id 1347 HI 0435 AAC22094.1 ..........................................................................MKKYF. 5
NTDB id 1373 NTHI RS02645 WP 011272046.1 ..........................................................................MKKYF. 5
NTDB id 186111 A6B44 RS08125 WP 090920215.1 ..........................................................................MKKIVL 6
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ..........................................................................MRYLFL 6
NTDB id 1257 GCO85 RS04855 WP 163621000.1 EKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKVRMTILSKGDYGHFVY 240
NTDB id 1284 ACE17W RS12370 WP 010946666.1 EKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKVRMTILSKGDYGHFVY 240
NTDB id 1186 GTF74 RS01320 WP 000788426.1 KEKAAVLIVELASPSAVVDVQKVQEGLSIELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYT 127
NTDB id 1175 A1552VC RS12105 WP 000788426.1 KEKAAVLIVELASPSAVVDVQKVQEGLSIELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYT 127
NTDB id 1408 DSB67 RS13980 WP 010643500.1 KDKDAVIVVELVSPAAIVDIKRVQEGLSIDLLNTSVKDDQLYLLDVKDFSTVVESVEVFRDTSTTRLVAYIDEDYSHDYR 128
consensus * ***** *** * * * * * * * ** ** * * * * * ** * *

logo

Q
L
F
L
T
V
K
C
F
N
G

A
R
G
K
F
T
Q
Y
Y
L
F
P
S
L
M
E

T
V
L
C
K
D
F
V

C
I
V
G
F
L
S

K
PL ITKVANDEFE I

K
A
P
R
P
K
Q

D
A
P
KL
K
A
K
S
I
K
N
V

P
Q
L
D
E
K
V

F
T
K
A
D
T
E
N
G
Q
E
K
C
Q
L
R
F
I
F
S
L
I
S
R
N
I
L
F
R
S
Q
Q
D
N
A
I
S
P
T
I
L
V
A
R
E
A
Q
N
I
T
V
I
L
S
E
Q
Y
Q
L
I
LAEFDEFQYQNTQDGKIVFNI

M
L
T
V
M
I
V
G
S
E
D
E
I
R
K
S
I
L
V
K
Q
V
E
D
N
G
K
T
D
N
K
L
I
N
S
T
F
LKRVLEDNKDNGSVIHDPFMWPDQERQI

A
L
V

NTDB id 1347 HI 0435 AAC22094.1 LKCGYFLVCFCLPLIVF.......ANPKTDNERFFIRLSQAPLAQTLEQLAFQQDVNLVIGDILENKISLKLNNIDMPRL 78
NTDB id 1373 NTHI RS02645 WP 011272046.1 LKCGYFLVCFCLPLIVF.......ANPKTDNECFFIRLSQAPLAQTLEQLAFQQDVNLVMGERLEGNISLKLNNIDMPRL 78
NTDB id 186111 A6B44 RS08125 WP 090920215.1 LLFGFYSTC....................................................................... 15
NTDB id 1381 A4U84 RS02010 WP 021113424.1 LFFATFPVL....................ANQQISLSIRNAPTAEIISYLAEETGKNITISDEIKDTKNFRVEKSHFDEI 66
NTDB id 1257 GCO85 RS04855 WP 163621000.1 QVNKQFMV.DVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQGDITLRLNDIPWDQA 319
NTDB id 1284 ACE17W RS12370 WP 010946666.1 QVNKQFMV.DVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQGDITLRLNDIPWDQA 319
NTDB id 1186 GTF74 RS01320 WP 000788426.1 LKGKYLEV.VISKLKADEKPKP.KSVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQV 205
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LKGKYLEV.VISKLKADEKPKP.KSVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQV 205
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LTGRYLEV.KVGKLKANEKAPD.KSILDKEGKLISINFQDIPVRNVLQLIADYNQFNLVVSDSVEGNLTLRLDGVPWQQV 206
consensus * *** * * * * * *** ********************** ****** * * ***** *** **



logo LKNQDSI LI IVALTKQSTVHQKQHGLNTDLKKNRRKVEKDANDGDGNPIVFMIYYLKVLIHNADQVGTPATSKDSAEQNESEGMLTDVKLEMRHIEDEKEQEAGQEHQLNTKVEDTASKGAQHKNRQI
T
L
E
V
A
T
I

K
N
P
T
E
A
I
K
N
E

I
N
E
L
E
G
P

E
K
H
P
D

I
L
I
P
S
K
R
V

I
T
S
D
H
K
E

N
L
I
T

V
I
H
Q
K
V
I
L
H
N
Y
F
S
A
R
KAVASEDVLI IVMAAKVETLMSLINGKTDGTEKQGHQSNI

N
V
G
N
S
M
LLSPSEDGSARGKYS

NTDB id 1347 HI 0435 AAC22094.1 LQIIAKSKHLTLNKDDGIYYLNGSQSG....K.GQVAGNLTTNEPHLVSHTVKLHFAKASELMKSLT.TGSGSLLSPAGS 152
NTDB id 1373 NTHI RS02645 WP 011272046.1 LKIIAKSKHLTLNKDDGVYYLNGSQSG....K.GQVAGNLTTNEPHLVSHTVKLHFAKASELMKSLT.TGSGSLLSSAGS 152
NTDB id 186111 A6B44 RS08125 WP 090920215.1 ...LV..........ADPFYKDVTSNETVRID.EENDQHIIPINEDLPIKNIHLNYARAVDIVETLT.KGHGSLL.DGGY 79
NTDB id 1381 A4U84 RS02010 WP 021113424.1 LNSLIKTHQLNLKKENGIYYIHQAQ....EHK.QHTTAQLVNALPKLITKTIKLHYSKASEVIESLT.KGQGNLLSESGY 140
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLIKDKQ.NSLLSDRGK 398
NTDB id 1284 ACE17W RS12370 WP 010946666.1 LDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLIKDKQ.NSLLSDRGK 398
NTDB id 1186 GTF74 RS01320 WP 000788426.1 LDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGS 285
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGS 285
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LDIILQVKGLDKRVDGNVILVAPKDELDLREKQQLEKQKLEKEIGELSSEIIKVNFAKASDIAEMINGEGNISMLSDRGS 286
consensus ***** *************** * ** ** * *** * * **********!**** ** * **!***!*

logo

L
M
I
H
T
S
V
I
FDKADEQRSTNLTS IL IVWLLVIKRQGEDDSETLAKGPAESDRTFLKSNLVIKQAEKENVFLVIKTRQTKE I

L IHAKEEQSMLDKIPTIVEKQI
V
L
Q
AI EAR IVETVINKSTDKSEDGEHFSNMSLDEKQQDE I

LG I
VRWGFLMIVTMSFNRS ITPNTHGELNSAHTYRSKRFLVSGAGNRTS ILTENSGANLAWTQI

K

NTDB id 1347 HI 0435 AAC22094.1 ITFDDRSNLLVIQDEPRSVQNIKKLIAEMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGN.... 228
NTDB id 1373 NTHI RS02645 WP 011272046.1 ITFDDRSNLLVIQDEPRFVQNIKKLIAEMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGN.... 228
NTDB id 186111 A6B44 RS08125 WP 090920215.1 IHFDKQTNTLILKGDKSLLAKLTTLIHQLDKPIKQVAIEARIVTISSENLQELGVRWGMFSPTESASKFAGRLEGN.... 155
NTDB id 1381 A4U84 RS02010 WP 021113424.1 LHFDDRSNSIIVKDSAASVKNFTQLIESLDKPTEQIAIEARIVTISSEHLQQLGVRWGLFSPNENHYKLAGNLEGN.... 216
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHL....SGTLEGA.... 470
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHL....SGTLEGA.... 470
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ISIDERTNSLLIRELPDNIAVIREIIESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGSHS.VGGSIESNLWQK 364
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ISIDERTNSLLIRELPDNIAVIREIIESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGSHS.VGGSIESNLWQK 364
NTDB id 1408 DSB67 RS13980 WP 010643500.1 MTIDERTNSLLIRELPENIEVIREIIESLDIPVKQVQIEARIVTINEGNMDELGVRWGFTSINGSHT.VGGSIENNLATI 365
consensus ***!***!****** * * ****! *!*!**!* !!!!!!***** * **!*!!!* *** **!*****

logo

GLYLDANGDEGLGAERGDTDAGPGADGN
S

L
S
E
V
F

S
T
E
F
V

G
N
T
P
L
V
I
A
E
D
E
N
R
D

R
F
NLNLVDNFLPASTVAALNVTPLTPTGSPTASPTNPATGSASAVIVGAVIFLAQI

L
VAASKFILSGNNDGSDGNI

T
R
V
LLDLELTSALQENQRSEGSNSRKNI

V
AELI IASSPSRLLITTDNEQKHKQKTASP

NTDB id 1347 HI 0435 AAC22094.1 .............SFENIADNLNVNFATT...TTPAGSIALQVAKING.RLLDLELSALERENNVEIIASPRLLTTNKKS 291
NTDB id 1373 NTHI RS02645 WP 011272046.1 .............SFENIADNLNVNFATT...TTPAGSIALQVAKING.RLLDLELSALERENNVEIIASPRLLTTNKKS 291
NTDB id 186111 A6B44 RS08125 WP 090920215.1 .............GFST..NNLNVNFPVL...G.NAASAVVQIASFSN.RLLDLELTALEQENSIEIIASPSLITTNEHK 215
NTDB id 1381 A4U84 RS02010 WP 021113424.1 .............GLTT..NNLNVNFPVN...P.S.ASVALQIAAINS.RVLDLELTALESENNIEIIASPRLLTTDKKT 275
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ...NELARGTAPANVVPLERRLNLDLAAVPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQA 547
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ...NELARGTAPANVVPLERRLNLDLAAAPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQA 547
NTDB id 1186 GTF74 RS01320 WP 000788426.1 GLLAD........DEFPVDEFLNVNLAST...SANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQP 433
NTDB id 1175 A1552VC RS12105 WP 000788426.1 GLLAD........DEFPVDEFLNVNLAST...SANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQP 433
NTDB id 1408 DSB67 RS13980 WP 010643500.1 GLYDGGGEGDDGGSSVGIDDFLNVNLAAT...SPNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKP 442
consensus *** !!**** * * **!*****!*** *!!!!!*!!* ! **!*!*!!*!*!!**

logo AVYS IKESQGETE IAPYAPIQLMQVEHYASTNSEKTSKRSENGEDI
T
A
Q
S
T
A
D
T
S

I
V
T
A
EFRKDEKAVLGSLEKVI

TPHQFI STKPNQDGNKNQRLIVLMLDLAQLS IVNSTQNDTRSRPNSGNQTEPSVRQTGITVFAKSLYTGNSQVTQPGNQTEMWVAVTAS I IDKTKQRE IKNQGTNQVFLAV
NTDB id 1347 HI 0435 AAC22094.1 ASIKQGTEIPYIVSNTRNDTQSVEFREAVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFA 371
NTDB id 1373 NTHI RS02645 WP 011272046.1 ASIKQGTEIPYIVSNTRNDTQSVEFREAVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFA 371
NTDB id 186111 A6B44 RS08125 WP 090920215.1 ASIKQGTEIAYPQHNEKGDITDVEFRDAVLGLEVIPHFSKNNQILLDLLVTQNSPNTTGAS.SQQWVTIDKQEIKTQVLA 294
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ASIKQGTEIPYAMYSKKEEITDIEFREAVLGLEVTPHISKQNQILLDLAISQNSPNNQI...NNTMVTIDKQEIKTQVLA 352
NTDB id 1257 GCO85 RS04855 WP 163621000.1 AVIESGEEIPYQEATSSG.ATAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQTFLGVP...AIITKEIQTNVLV 623
NTDB id 1284 ACE17W RS12370 WP 010946666.1 AVIESGEEIPYQEATSSG.ATAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQTFLGVP...AIITKEIQTNVLV 623
NTDB id 1186 GTF74 RS01320 WP 000788426.1 AYIEQGTEIPYLESSSSG.ASTVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLV 512
NTDB id 1175 A1552VC RS12105 WP 000788426.1 AYIEQGTEIPYLESSSSG.ASTVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLV 512
NTDB id 1408 DSB67 RS13980 WP 010643500.1 AYIEQGTEIPYLESSSSG.ATSVTFKKAVLSLKVTPQITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLV 521
consensus ! !**!*!!*!******* **** !**!!!*!*!*!**********!! **!**** * * * **!****! !*!**



logo

R
K
N
D
H
NGQETVIVLGGVIYFHKQNDQHLDTSKIASTNNKEGVSKIEVENDGRKI

VP I
F
L
F
LGESDI

LPFLVVILKGYIARLFRSHQKNRERSTKSQYDIENKQRTI
H
L
M
V

S
V
K
Q
G

N
K
E
S
RELVL I F IVTPYRHKVI LIVNTIKPSANQEQAGKEL ISTGILAETATEILEKGQRKESAEKDGKVKYK

NTDB id 1347 HI 0435 AAC22094.1 KDGETIVLGGVFHDTITKSEDKVPLLGDIPVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSEGKK. 445
NTDB id 1373 NTHI RS02645 WP 011272046.1 KDGETIVLGGVFHDTITKSEDKVPLLGDIPVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSAGKK. 445
NTDB id 186111 A6B44 RS08125 WP 090920215.1 RHGETIVLGGIFQNSISKEKEGVPILGSLPFLKYLFSHTKDKVVKRELVIFVTPHIINPQ............... 354
NTDB id 1381 A4U84 RS02010 WP 021113424.1 KHGETIVLGGIFQHLIAKGEDKVPLLGSIPVIKRLFSQSQDKISKRELVIFVTPYIVKSEKIGA.EKQK...... 420
NTDB id 1257 GCO85 RS04855 WP 163621000.1 NNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 NNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1186 GTF74 RS01320 WP 000788426.1 NNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 NNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 NNGETVVLGGIFQHSITNSVDKVPLLGDLPLLGALFRRSYENVGKSELLIFVTPKVVIQ................ 580
consensus **!*!*!!!!*** ** ******!**!**!*** !!*** * * * !!*!!*!!*** * *

X non conserved

X similar

X ≥ 50% conserved


