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NTDB id 186079 A6E01 RS06210 WP 065209831.1 .MHTDQPTFFFFDYETWGVSPAKDRPCQFAGVRTDADLNVIGEPLVIYCRPPADYLPNPEAALVTGITPQKAMNEGLSEP 79
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
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NTDB id 186079 A6E01 RS06210 WP 065209831.1 EFITAIHNEMSRPNTCTLGYNSVRFDDEVTRYTCYRNFIEPYEWSYKNGNSRWDLLDVMRACHALRPEGVNWPENDEGNT 159
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
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logo SFKRLEHLSVANGI EHSNAHDAMADVI
YATI ELMAKKVKAQASQPKLFDFYFFYKTHMRGHKQRKLNTAEL IVDIVNMQTPLMVHVSGMLGSRTEHRHQKY

NTDB id 186079 A6E01 RS06210 WP 065209831.1 SFRLEHLSVANGIEHSNAHDAMADVYATIEMAKKVKQSQPKLFDFFYKHRGKQKLNALVDIVNMTPLVHVSGMLSTEHQK 239
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!*!!!!!!!!!!!!!!!!!!!!!! !!!!*!!!!! !!!!!!*!* *!*! !! !*!!!! !!!*!!!!!! !**
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NTDB id 186079 A6E01 RS06210 WP 065209831.1 TALIAPIGWTPIK..ALITIDLTQDITPLIELSADEIKDRLYTKRSDLEEGQLPIPVKLVHLNKCPILAPLGVLTADAIE 317
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
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NTDB id 186079 A6E01 RS06210 WP 065209831.1 RTQIDKEECLRKQQLLQQHPQIREKLDAVFAENREFPTSPNIEEQLYNGFFSPSDKAQMRIIRDAKPEVLGSLDIQVTDP 397
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
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logo R IAEPLLFNRYRARHNFYFPHTLTDQTEQKRRWALALHCRDKYFEQRENLEPGNYMLNLENLGVAHEQHQAGDEPHKKMAKI LKAS IVYHYVEKQLAVCS
NTDB id 186079 A6E01 RS06210 WP 065209831.1 RIAPLLFNYRARNFFHTLTDQEQKRWLLHCRDKFEQELPNYMLNLENLGAQHQGDEHKMKILKAIYHYVEQLVS 471
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!! !!!!***!!!!! !!*!! !!!! !! !* !!!!!!!! * !!*!**!! !!! *!!!!! ! *
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