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PEADTVEPASLPAPEPSWPVKQGHRAEASAIDLVEQDTAVSAGAGVEPQVKEQQTSVAPEVFM
NTDB id 185973 BAU07 RS02915 WP 066653952.1 MLRFFKKKPPAPVPEPAQAPPPADPAGQAAPVPAPSVDAPPAPPEATPAPPPWPQGHAEAIDLQDASAGVP...QQSPVF 77
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVA.QIVGNI...KEDVESLAESVKGRAESA.VETVSGAVEQVKETVAEM 75
consensus ! !!**!** * ! * !*** *! *!*** ! *****! * *** * !*!! ** !**!**** *
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NTDB id 185973 BAU07 RS02915 WP 066653952.1 PTPAPHTEAPLQP.........AAPVEAEAPAPAEPAAARTSWLQRLKQGLSRT....GQSIGGLFVGVKVDENLFEELE 144
NTDB id 1118 NGFG RS11455 WP 003696286.1 PSEAGEAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELE 155
consensus !**!** ** *********** *! *!*! * ** ! !!!!!! ******* !**!*! ! * ! !*!!!!

logo TAVL IMTAGDAMGMEATEQKYLLMKTADLVRAGRVKSKLDKGRLEKDAGNTEQLVREGALKREQAI LAYDHL ILKRPLEKRPRFLDVLAPERTAKEKPFLVI
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NTDB id 185973 BAU07 RS02915 WP 066653952.1 TALIMADAGMEATQKLLTALRARVKKDRLEDATQVREALRQILADHLRPLERRFDLAR.AKPLVVMIAGVNGAGKTTSIG 223
NTDB id 1118 NGFG RS11455 WP 003696286.1 TVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIG 235
consensus ! !! *! !!!!! !* *!*!! ! !* *! !!* ! !***!!!** !* * ! !*!*!!*!!!!!!!!!!

logo KLAKNTYFQARQGAKSVLLAAGDTFRAAAREQLMQAEWGAGRNNVTVIASQETGTGDPSAAVACFDAVNQAAKRARGAIDGI
VVLMAVDTAGRLPTQLH

NTDB id 185973 BAU07 RS02915 WP 066653952.1 KLANTFQRQGASVLLAAGDTFRAAAREQLMEWGARNNVTVIAQEGGDPAAVAFDAVNAARARGAGVVMVDTAGRLPTQLH 303
NTDB id 1118 NGFG RS11455 WP 003696286.1 KLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLH 315
consensus !!! !! !! !!!!!!!!!!!!!!!!!! !!*!!!!!!! ! !!*!!!*!!!!*!!*!!! *!* !!!!!!!!!!!
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NTDB id 185973 BAU07 RS02915 WP 066653952.1 LMEELKKIRRVIAKADSAAPHEVLLVVDGNTGQNALAQIRAFDAAINLTGLVVTKLDGTAKGGTLAAVAAGSQGVRPVPV 383
NTDB id 1118 NGFG RS11455 WP 003696286.1 LMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALA....SDRPVPV 391
consensus !!!!*!!**!!* !! **!!!!***!*!*! !!!!* !**!!! !* !!!!*!!!!!!!!!!! !!!*!**** !!!!!
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NTDB id 185973 BAU07 RS02915 WP 066653952.1 YWIGVGERLEDLQPFVADEFAAALLGMSA 412
NTDB id 1118 NGFG RS11455 WP 003696286.1 RYIGVGEGIDDLRPFDARAFVDALLD... 417
consensus *!!!!! **!! !! ! ! !!! ***
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