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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLRKEGSA 78
NTDB id 185948 BAU06 RS09820 WP 066347903.1 MSLAVLGSRALAGLRAVPVRVETHLAPGLPSFTVVGLADAAVRESRERVRAAIQNSGFEFPAGRLTVSLSPADLRKESAR 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGGR 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGGR 80
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGGR 80
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGGR 80
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LVI LIVAPAQHKNSQASNTGARDNAQEVAASHILTV
NTDB id 1323 RA0C RS07335 WP 004916218.1 YDLSIALGILAASGQIIAPEI.........ERYLIMGELSLDGGLQPIKGVLPIAIR.AREEGFKGIILPKQNTREAAIV 148
NTDB id 185948 BAU06 RS09820 WP 066347903.1 FDLPIAVGVLLASGQIPMPELLGRADTSCLSAMVLAGELSLTGVLVPIAAPLAIALGVAADHADATLVLPAASAAQAAHV 160
NTDB id 1271 LPP RS03220 WP 011213198.1 FDLPIALGILAASEQIPLTNL.........ANHEFIGELALSGELRGVSAIIPA..VLAAHKDNQHLIIANANAAEASLT 149
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FDLPIALGILAASEQIPLTNL.........ANHEFIGELALSGELRGVSAIIPA..VLAAHKDNQHLIIANANAAEASLT 149
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDLPIALGILAASDQIARNKL.........ESYEFIGELALSGEIRGVKGVLPA..ALAANQVERCLVVPHSNGDQAALV 149
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDLPIALGILAASEQIATDKL.........KNYEFVGELALSGGLRTVKGVLPA..ALAANKKQRHLVVPHANGDQAALV 149
NTDB id 1349 HI 1117 AAC22771.1 FDLPIAIGILAASDQLDASHL.........KQFEFVAELALTGQLRGVHGVIPA..ILAAQKSKRELIIAKQNANEASLV 149
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLPIAIGILAASGQIDSDKL.........KRIELLGELSLTGHLRGVHGAIPA..VLAASKAKREIIVPQQNANEVSLV 149
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NTDB id 1323 RA0C RS07335 WP 004916218.1 NDLEVYGVENIKEVIDFFNENCPLEPTKVNTREEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGKT 228
NTDB id 185948 BAU06 RS09820 WP 066347903.1 PGLQVLSAATLGDVVAHLSGEAAMPRAVPAPWP.....EAADGPCLSDVRGQGGARRALELAAAGGHSLLMVGPPGAGKS 235
NTDB id 1271 LPP RS03220 WP 011213198.1 GHQKVFTANNLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKT 225
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GHQKVFTANNLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKT 225
NTDB id 1153 A1552VC RS00115 WP 000521788.1 GVERHKSAQSLLEVCADLCGQQTLSLFQSSPSV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKT 225
NTDB id 1397 DSB67 RS15690 WP 005535577.1 GKEQHKSAQSLLEVCAELCGQHQLNLYQTPKKK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKT 225
NTDB id 1349 HI 1117 AAC22771.1 SDQNTYFAQTLLDVVQFLNGQEKLPLATEIVKESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTGKT 229
NTDB id 1387 A4U84 RS06900 WP 020457569.1 SNTQTYCASTLLQVVNFLNNRDQLPIAQQLSQNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTGKT 228
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NTDB id 1323 RA0C RS07335 WP 004916218.1 MLAKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLFLDEM 308
NTDB id 185948 BAU06 RS09820 WP 066347903.1 MLAHRLPGLLPRLSLVQALEVSAIAGLAGGDAT.FS..LRPPFRAPHHCATAAALVGGGTRPRPGEISLAHHGVLFLDEL 312
NTDB id 1271 LPP RS03220 WP 011213198.1 MMAKRFSTLLPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDEL 304
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MMAKRFSTLLPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDEL 304
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MLASRLCDLLPEMSDEEAMETASIASLTQQEIN.QHNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFLDEM 304
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MLASRLCDLLPEMSDEEAMETASVASLTQSEIN.EHNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFLDEM 304
NTDB id 1349 HI 1117 AAC22771.1 MLASRLTGLLPEMTDLEAIETASVTSLVQNELN.FHNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFLDEL 308
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MLASRLADLLPEMEDDEAIETASVTSLVQNELN.FQNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFLDEL 307
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NTDB id 1323 RA0C RS07335 WP 004916218.1 PEFKRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLSGPLLDRIDI 387
NTDB id 185948 BAU06 RS09820 WP 066347903.1 PEFDRRALEALREPLESGSVEIARAAHTLQYPARFQLIAAMNPCPCGWRGHPRIACRCTPEQAQRYRARLSGPLLDRIDL 392
NTDB id 1271 LPP RS03220 WP 011213198.1 PEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDM 384
NTDB id 1248 GCO85 RS03150 WP 011213198.1 PEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDM 384
NTDB id 1153 A1552VC RS00115 WP 000521788.1 PEFERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLSGPLLDRFDM 382
NTDB id 1397 DSB67 RS15690 WP 005535577.1 PEFDRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLSGPLLDRFDM 382
NTDB id 1349 HI 1117 AAC22771.1 PEFERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLSGPFLDRFDL 386
NTDB id 1387 A4U84 RS06900 WP 020457569.1 PEFERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQLMRYLNRLSGPFLDRFDL 385
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NTDB id 1323 RA0C RS07335 WP 004916218.1 HIEVQKVEFDQLS..DKRKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAMEKLNL 465
NTDB id 185948 BAU06 RS09820 WP 066347903.1 QIELPPPEPDWM...DGPPGEASAAVRDRVLDCRARQQARQG....KVNARLDPRELTLHCPLADDARVLLRQAMASLNA 465
NTDB id 1271 LPP RS03220 WP 011213198.1 QVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKL 460
NTDB id 1248 GCO85 RS03150 WP 011213198.1 QVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKL 460
NTDB id 1153 A1552VC RS00115 WP 000521788.1 SIEIPALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSG....KVNALLQSREIEQYCPLLKADAEFLESALHRLGL 457
NTDB id 1397 DSB67 RS15690 WP 005535577.1 SLEIPALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSG....KVNALLGSREIEAFCPLQKSDAEFLENALHRLGL 457
NTDB id 1349 HI 1117 AAC22771.1 SIEVPLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAG....KINAYLNSKEIERDCKLNDKDAFFLEKALNKLGL 461
NTDB id 1387 A4U84 RS06900 WP 020457569.1 SIEVPLLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRG....KINAQLTTKEIEQDCKLTDRDALFLENALTKLGL 461
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NTDB id 1323 RA0C RS07335 WP 004916218.1 SARAYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 185948 BAU06 RS09820 WP 066347903.1 SGRAAHRVLRVARTAADLEGEPVVGARHIAEGVQLRQPG........... 504
NTDB id 1271 LPP RS03220 WP 011213198.1 SARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 SARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1153 A1552VC RS00115 WP 000521788.1 SIRAYHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1397 DSB67 RS15690 WP 005535577.1 SIRAYHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1349 HI 1117 AAC22771.1 SVRAYHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 SVRAYHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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