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NTDB id 583 DLJ51 RS09560 WP 002962590.1 MYNKVILIGRLTAAPEMVKTPSN.KSVTHITLAVNRRFKTQDGERQADFVNVVFWGKLAESLVSYAGKGSLVSLDGEIRT 79
NTDB id 185779 CLOBY RS21475 WP 022750793.1 .MNKVVLIGRLTKDPELRFTPGSGAAVTTLTLAVD.KYNTKTGQREADFVPVVVWGKQAESTANYMSKGSQMAISGRIQT 78
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNG.AAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQT 79
NTDB id 112 BSU 36310 NP 391512.2 MFNQVMLVGRLTKDPDLRYTSAG.AAVAHVTLAVNRSFKNASGEIEADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQT 79
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NTDB id 583 DLJ51 RS09560 WP 002962590.1 RHYEK.DGQTHYVTEILAQSFQLLESRAQRALRE.....NN......................................G 115
NTDB id 185779 CLOBY RS21475 WP 022750793.1 RNYEAKDGTRRYVTEVVATEVQFLSKGNASGNAGSSFGNSNEYSAPANDVFGGGN........................F 134
NTDB id 113 BSU 40900 NP 391970.1 RNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGN...SGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDPF 156
NTDB id 112 BSU 36310 NP 391512.2 RSYENEEGVNVYVTEVLADTVRFMDPKPREKAAD.............................................. 113
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NTDB id 583 DLJ51 RS09560 WP 002962590.1 ASDLTDLVLEEEELPF 131
NTDB id 185779 CLOBY RS21475 WP 022750793.1 EEDITP..VDDGDMPF 148
NTDB id 113 BSU 40900 NP 391970.1 ANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ................ 113
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