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NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGER..EADFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 185559 A9798 RS01550 WP 024523990.1 MASRGVNKVILIGNLGQDPEVRYMPNGGAVANLTLATSETWRDKQTGEQKERTEWHRVALYGKLAEIAGEYLRKGSQVYV 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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MLDEGPSGKRAQSNQSEGQNGSGADSGFMGGPSAAGPGNQGYGNPEMNGVNSPAGGYQDEGQQSEGSYGFYWGGNGQANPSDPQANEQQAPAQTGKNAQYAHNQFQRSGPMAGNYQSQDNSGQNRYQARSPQRA

NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQA....ESVQFLEPKNGGGSGSGGYNEGNSGGGQYFGGGQNDNP....FGGNQNNQRR 145
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAP........YEEGY..GQSQEA..YQRPAQQSRQPA 140
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAP........YDEGY..GQSQEA..YQRPAQQSRQPA 140
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGN.......QGSGW..NQAPAQTNYNQGGYSDNYAQ 145
NTDB id 185559 A9798 RS01550 WP 024523990.1 EGQLRTRKWQDQSGQDRYTTEVVV.DINGSMQMLGGRQGGGA.....PMGNPGQQGGW..GQPQQPQGAAFSG...GQSA 149
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPAQQGSW..GQPQQPAKQHQPM...QQ.. 153
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NTDB id 113 BSU 40900 NP 391970.1 ....NQG....NSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1103 NMB RS07590 WP 002212976.1 SDAPSHPQEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PDAPSHPQEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 185559 A9798 RS01550 WP 024523990.1 PRQQQGGY...AAPAQPAAPQSSEPPMDFDDDIPF 181
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ...........SAPQQYSQPQYNEPPMDFDDDIPF 177
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X similar

X ≥ 50% conserved


