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NTDB id 1197 PSJM300 03940 AFN76866.1 ......MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQ.AINEGKTPSLTSTDE. 72
NTDB id 1204 PSJM300 03935 AFN76865.1 ....MKPVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAFEQ.AISEGHTPSLVSSLP. 74
NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVAG 74
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLS.....VG 75
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 185494 A9P85 RS09655 WP 011946811.1 .........MRTKGFTLIELMIVAAILGILLAIAFPAYQDYTIRARVAEGLEKASFAKLAVAEKILIDNILPLNQADTSY 71
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
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NTDB id 1197 PSJM300 03940 AFN76866.1 ........GYIGITDST...SYCDVDLD..TAADGHIECTAKGGNAGKFDGKTITLNRT.............ADGEWSCA 126
NTDB id 1204 PSJM300 03935 AFN76865.1 ........GFIGIGAST...NYCTVTLI..ATATGSITCTTQNGMPDRFNGKTITIART.............TDGLWDCT 128
NTDB id 1191 AAC28468.1 484..945( ) NVIFDSANGLDGK.YFAPGG......VTVTPDT.GAINIAFD...AGANAGKTMTITPTVI.......AASGQISTWTCA 136
NTDB id 1424 RS RS02795 WP 011000517.1 S....S........VFTPTKNVANLTIAGTGTVPGQITVTYT....TAAGGGTLALVPTAAGTALPVSSAPSGPIMWTCY 139
NTDB id 1002 ACIAD RS15100 WP 004923779.1 S....SCVGVQEISASNATTNVATATCGA.SSAGQIIVTMDT....TKAKGANITLTPTY..........ASGAVTWKCT 133
NTDB id 185494 A9P85 RS09655 WP 011946811.1 S....SPI.........PTDSVASIAIGN...QGI.ITITYT....ANAGNGTITMVPTI........DATNRILTWDCT 122
NTDB id 1274 LPP RS09530 WP 011214168.1 V....SPA.........ATPNVASIAIGA...NGV.ITITYT....AAAGGGTIVMTPTL........QAN.GDVTWTCT 121
NTDB id 1258 GCO85 RS09745 WP 014844212.1 V....SPA.........ATPNVQSIAIGA...NGV.ITITYT....AAAGGGTIIMTPTL........QAN.GDVTWTCT 121
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NTDB id 1197 PSJM300 03940 AFN76866.1 ST................LDAKYKPGKCS. 139
NTDB id 1204 PSJM300 03935 AFN76865.1 SD................LDSRYKPGKCL. 141
NTDB id 1191 AAC28468.1 484..945( ) PGAANG............IETRRLPTSCQ* 153
NTDB id 1424 RS RS02795 WP 011000517.1 AQNKAQAASSVAPSGTMSLAAKYAPAECR. 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 TT................SDKKYVPSECRG 147
NTDB id 185494 A9P85 RS09655 WP 011946811.1 GG...............TLISKYRPAYCRP 137
NTDB id 1274 LPP RS09530 WP 011214168.1 GG...............TLLAKYRPASCRP 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 GG...............TLLAKYRPASCRP 136
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